
Frontiers in Microbiology 01 frontiersin.org

Rapid and simultaneous 
multiepitope antigen-based 
detection of Enterococcus by 
microscale thermophoresis and 
immunomagnetic separation
Yan Liu 1,2, Ziyan Wang 1,2, Ze Wang 1,2, Jun Zhou 1,2, 
Jiaojiao Han 1,2, Chenyang Lu 1,2, Bing Liu 3, Rongxian Yu 3, 
Xiaoling Sun 3, Zhen Zhang 1,2*, Rixin Wang 2* and Xiurong Su 1,2*
1 State Key Laboratory for Quality and Safety of Agro-products, Ningbo University, Ningbo, China, 
2 School of Marine Science, Ningbo University, Ningbo, China, 3 Vigor Health Products Co., Ltd., 
Shenzhen, China

Background: Generally, enterococci bacteria cause nosocomial infections 
and are major indicators of bacterial contamination in marine bathing beach. 
However, a method for the rapid and simultaneous detection of multiple 
pathogenic enterococci has not been developed on account of the wide variety 
of pathogenic enterococci and their existence in complex matrices.

Methods: Immunoinformatics tools were used to design a multi-epitope antigen 
for the detection of various pathogenic enterococci by using the sequence of 
dltD gene on enterococci lipoteichoic acid (LTA) surface, which is associated 
with toxicological effects. The multi-epitopes included enterococci such as 
Enterococcus faecalis, E. gallinarum, E. raffinosus, E. durans, E. faecium, E. 
hirae, E. thailandicus, E. casseliflavus, E. avium, E. mundtii, E. lactis, E. solitarius, 
E. pseudoavium, and E. malodoratum. Microscale thermophoresis (MST) and 
western blot were carried out to detect the affinity between multi-epitope 
antigens and antibodies and between multi-epitope antibodies and bacteria. 
Furthermore, the detection of pathogenic enterococci was carried out by using 
immunomagnetic beads (IMBs) and immune chromatographic test strip (ICTS).

Results: The multi-epitope antibody had a satisfactory affinity to the antigen 
and enterococci. IMBs and ICTS were detected with a minimum of 101 CFU/mL 
and showed incompatibility for Vibrio parahemolyticus, V. vulnifcus, V. harveyi, 
V. anguillarum, and Edwardsiella tarda.

Implication: The present study demonstrated that the multi-epitope antigens 
exhibited excellent specificity and sensitivity, making them highly suitable for 
efficient on-site screening of enterococci bacteria in marine bathing beaches.
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1 Introduction

As Chinese economy by leaps and bounds, people’s living standard is constantly increasing, 
thus increasing the demand for tourism recreation. Considering the unique natural resources 
and broad development prospects, coastal tourism is considered to be the focus of development. 
As an important part of coastal tourism resources, the bathing beach provides tourists with 
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places of relaxation and leisure and promotes national economic 
development (Inácio et al., 2022). However, some bathing beach areas 
do not meet quality standards according to EU reports (Agency, 2019). 
The health risks of beachgoers are related to exposure to beach water, 
and polluted seawater poses a threat to human health (Dufour, 2021). 
According to a 2001 WHO report, the majority of bathing beach 
illnesses are gastrointestinal, but this condition can be  reduced by 
assessing the microbiota of beach water. Currently, the microbial 
parameters used in beach water quality assessment can be divided into 
three types, namely, total Escherichia coli, fecal E. coli, and enterococci 
(Hsu and Huang, 2008). Pursuant to the plan of Action Plan for Beaches 
and Recreational Water published by the USEPA in 1999, enterococci 
are the primary indicator used to assess the bacterial contamination of 
bathing water, and for marine water quality testing, enterococcal 
indicators are more applicable than total E. coli. Furthermore, the 
measurement method based on enterococci is effective in monitoring 
beach recreational waters, because diseases in marine recreational 
waters are mainly caused by enterococci (Wade et al., 2008, 2010).

Enterococcus is a Gram-positive bacteria that is ubiquitous 
microorganism in nature, and it exists mainly in the feces of humans 
and other animals in the form of symbionts, and the number of its flora 
is second only to E. coli (Yerlikaya and Akbulut, 2019). In addition, 
enterococci are important opportunistic pathogens and have been 
recognized worldwide as the leading cause of infection and one of the 
most common nosocomial pathogens (Fiore et al., 2019). Combined 
with the misuse of antibiotics in recent years, their rapid epidemic has 
also created alarming resistance, thus increasing the risk of treatment 
failure and death in infected people (García-Solache and Rice, 2019; 
Miller et al., 2020). Besides Enterococcus faecalis and E. faecium, which 
mainly cause human diseases, several kinds of enterococci can also 
cause disease infections, including E. durans, E. mundtii, E. casseliflavus, 
E. hirae, and E. lactis (Bollam et al., 2021). It can cause bacteremia, 
urinary tract infection, endocarditis, peritonitis, and arthritis (Okumura 
et al., 2021; Oldberg and Rasmussen, 2021). The use of qPCR has been 
proposed for enterococcus detection to determine beach water quality. 
The method was refined and applied to the water quality testing of 
seawater and freshwater resources by EPA’s National Environmental and 
Epidemiological Evaluation Study (NEEAR) (Dufour, 2021). As a result, 
by detecting the number of enterococci in the environmental source in 
advance, the water quality detection of the bathing beach area can 
be  realized, which can effectively avoid the pollution of the water 
environment and reduce the possibility of disease. DltD is a membrane 
protein that is mainly found in Gram-positive bacteria and acts directly 
on lipoteichoic acid (LTA) acylation (Wood et al., 2018). LTA, a surface 
polymer of Gram-positive bacteria, is an important surface antigen that 
is involved in host–microbe interactions, as well as in maintaining 
bacterial membrane homeostasis and virulence, and it is one of the 
main pathogenic components of bacteria (Wei et al., 2021). DltD plays 
an important role in antigen–antibody interactions (Wood et al., 2018).

Wienken et al. (2010) used MST technology to measure protein–
protein interactions in solution, which has aroused great interest among 
researchers. It only requires trace amount of target protein labeling 
solution mixed with ligand to perform on-machine detection. It is often 
used in the early detection of the affinity of two substances. Manna et al. 
(2022) used MST to directly assess the ability of a cyclic peptidomimetic 
of kinase inhibitory region-suppressors of cytokine signaling 1 (KIR-
SOCS1), icPS5 (Nal1), to recognize the catalytic domain of Janus kinase 
2 (JAK2), which provides additional possibilities for the treatment of 
neurological, autoimmune, or cardiovascular diseases. The detection of 

pathogenic microorganisms mainly includes the pre-treatment of 
samples and the detection of microorganisms (Lv et al., 2021). The 
traditional pretreatment methods of microorganisms are membrane 
filtration and centrifugation. Although these methods entail low cost, 
the filters are easily clogged by the matrix and lack selectivity, and 
repeated separation and washing reduce the recovery rate, causing 
wastage of samples and loss of bacteria (Garrido-Maestu et al., 2018; Pan 
et al., 2020). The main methods used for pathogen detection mainly 
include quantitative reverse transcription-polymerase chain reaction 
(RT-qPCR), polymerase chain reaction (PCR), immune 
chromatographic test strip (ICTS), droplet digital PCR (DDPCR) and 
recombinase polymerase amplification (RPA) (Cui et  al., 2022). 
Considering that the content of target microorganisms is low, and the 
samples often contain many non-target bacteria and other impurities, 
which affect the detection results and efficiency, the detection technology 
must be combined with effective sample pre-treatment (Wang et al., 
2020). Nowadays, magnetic beads (MBs) based on magnetic solid phase 
extraction has attracted significant attention because of their advantages 
such as specific surface area and simple separation process. By using this 
advantage, immunomagnetic separation (IMS) has successfully 
pretreated and concentrated bacteria to eliminate inhibitors in the 
sample matrix, thus shortening the enrichment time. It has been used in 
combination with various detection methods for pathogen detection. 
IMS combined with LAMP can be  used for the rapid detection of 
Salmonella in duck meat (Bi et  al., 2020), combined with PCR for 
detection of Cronobacter spp. (Chen et al., 2017). Nevertheless, these 
analytical methods require complex operations and specialized 
laboratories, making them unsuitable for in situ and visible testing, 
especially in some tourist and leisure areas (Esteve-Turrillas et al., 2018). 
By contrast, ICTS technology enables fast and reliable in situ detection 
(Lei et al., 2020), and compared with the traditional serological analysis 
method, this method has high sensitivity and low requirements on 
detection environment and equipment and can be used as a rapid and 
sensitive screening method for pathogenic bacteria (Nagasawa et al., 
2020). Moreover, the simultaneous detection of multiple pathogenic 
enterococci by using the IMS-ICTS assay has not been reported.

In the study, a novel multi-epitope antigen with high sensitivity 
and specificity has been proposed for the rapid trace detection of 
enterococci microscopically. The antigen was composed of the 
antigenic sequences of enterococci, and multi-epitope antibodies were 
obtained by immunizing mice. MST was used to detect the affinity of 
bacteria and antibodies in vitro, and IMS and ICTS techniques were 
used for enterococcus detection. The prepared synthetic multi-epitope 
antibodies were systematically evaluated with the relevant experimental 
results. This study aims to bring novel ideas and methods for the rapid 
pathogen detection of enterococci in marine bathing beach and to 
promote the development of coastal tourism industry and provide a 
scientific basis for building a world-class bathing beach.

2 Materials and methods

2.1 Bacterial strains and culture conditions

The bacteria used in this study, including Enterococcus durans (Ed), 
E. mundtii (Enm), E. casseliflavus (Ec), E. hirae (Eh), E. lactis (Enl), 
E. faecalis (Ef), E. faecium (Enf), Vibrio parahemolyticus (Vp), 
V. vulnifcus (Vv), V. harveyi (Vh), V. anguillarum (Va), and Edwardsiella 
tarda (Et) were obtained from the laboratory, and then cultured in Brian 
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heart infusion (BHI), each 1 L medium contained 10.0 g peptone, 12.5 g 
dehydrated calf brain infusion 5.0 g, dehydrated buffalo heart infusion 
5.0 g, sodium chloride 5.0 g, glucose 2.0 g and 2.5 g disodium hydrogen 
phosphate (pH 7.4 ± 0.2) and beef extract-peptone medium (each 1 L 
medium contained 3 g beef extract, 10 g peptone, 5 g NaCl and 15–20 g 
agar, pH 7.4–7.6) overnight at 28°C in a rotary shaker before use.

2.2 Preparation of multi-epitope antigens 
and antibodies

This experiment identified the amino acid sequences of epitopes on 
dltD of 14 common enterococcal lipoteichoic acid (LTA) proteins by 
using bioinformatics method. The dltD sequences of 14 enterococci 
were extracted from the National Coalition Building Institute (NCBI1), 
while based on the principle of similarity, sequence alignment was 
carried out. The epitope prediction tool, namely, Immune Epitope 
Database (IEDB2) was used to analyze and predict the epitope exposed 
outside of dltD. The amino acid fragments of the epitopes were screened 
out according to the score and map, and then the epitopes were 
connected by flexible peptide connectors (GGGGS) The order of each 
epitope was rearranged and optimized, and then analyzed again by using 
the multi-epitope tool. The optimal sequence of epitopes was selected, 
and a His-tag for purification was added to the end of the epitope, which 
was named En dltD. The 3D structure prediction tool3 was used to 
predict its structure and synthesize multi-epitope antigen artificially. To 
produce En dltD, the gene was inserted into pET-28a expression vector 
(Novagen, Germany) (termed pET-28a-En dltD). The recombinant 
plasmids were transformed into E. coli Rosetta (DE3) (Novagen, 
Germany) and subjected to DNA sequencing. The positive clones were 
subsequently incubated in LB medium and induced expression of En 
dltD. Plasmids containing En dltD were transformed into plasmid-
expressing competent cells, and the expression of proteins was induced, 
and the protein was purified using Ni-NTA nickel ion affinity 
chromatography column (GE Healthcare, United  States) 
chromatography. The molecular weight and purity of elution peak were 
analyzed by 12% SDS-PAGE, and the concentration of multiple epitope 
antigen was determined using the BCA protein concentration 
determination kit from Kangwei Century Biology Co., Ltd. (Jiangsu, 
China). BALB/c male mice were immunized by intraperitoneal injection 
with an interval of 7 days. The reagents used were antigens mixed with 
complete and incomplete Freund’s adjuvant. After the fourth 
immunization, the mice were fasted for 24 h, and blood samples were 
collected from the tails after administration of anesthesia to obtain 
serum containing artificial polyepitope antibodies. The sample was 
stored at −80°C.

2.3 Separate detection of the interaction of 
antibody and antigen and bacteria

2.3.1 Western bolt verification of En dltD and 
multi-epitope antibodies

The BCA protein detection kit from Kangwei Century Biology 
Co., Ltd. (Jiangsu, China) was used for En dltD concentration 

1  https://www.ncbi.nlm.nih.gov

2  https://www.iedb.org

3  https://swissmodel.expasy.org/

determination. The sample was then analyzed using 12% SDS-PAGE 
and transferred to PVDF membrane (Merck, United States), and the 
membrane was sealed with 5% skim milk powder, and the multi-
epitope antibodies were incubated overnight at 4°C as primary 
antibodies, and then with the secondary antibody bound with 
HRP. Antibodies and skim milk powder were obtained from Shanghai 
Sangon Biotech Co., Ltd. (Shanghai, China). The final results were 
observed using a gel imager (Bio-Rad, United States).

2.3.2 Qualitative analysis and detection by MST 
technology

Seven representative and more common enterococci (Ec, Ef, Enl, 
Eh, Enf, Enm, and Ed) were selected to complete the following 
detection. The Monolith™ RED-NHS second-generation protein 
labeling kit was used. The NHS-ester carried by RED dye can 
be covalently bound to the primary amino group (lysine residue), 
which is suitable for Monolith™ NT.115 series and NT. Automated 
series instruments were equipped with red light detectors (Nano and 
Pico). According to the kit instructions, multi-epitope antibodies were 
labeled with fluorescent molecules as receptors. Enterococci were used 
as ligands. The affinity test can only be  carried out after the 
fluorescence range is between 200 and 2,000, and the classic curve of 
MST has appeared. The labeled receptors were mixed at 1:1 ratio with 
PBS and ligand solution in parallel for four times. Finally, the test and 
experimental results were analyzed. Notably, the adsorption of the 
fluorescent target to capillary walls will cause irregularities in the 
shape of capillary peaks in the capillary scan. It immobilizes the target 
and should therefore be  avoided, and the detection results are 
meaningful only if the samples are free of aggregation, and the 
fluorescence fluctuation range is within 20%. Standard capillaries were 
employed for analysis.

2.4 Nano-immunomagnetic bead analytical 
technique

2.4.1 Preparation of nano IMBs
Nano Fe3O4 was re-suspended, and 400 μL of sample was 

transferred to a new 1.5 mL centrifuge tube. After magnetic separation, 
the supernatant was removed, 1 mL of 15 mM morph methanesulfonic 
acid (MES pH 6.0) buffer was added, and the sample was shaken for 
5–10 s. Then, the centrifugal tube was placed on the magnetic rack for 
magnetic separation for 3 min, the supernatant was removed, and the 
process repeated for 2–3 times. The beads were re-dispersed in 100 μL 
of 15 mM MES (pH 6.0) buffer with 100 μL of EDC. After incubation 
at room temperature for 30 min, the centrifuge tube was placed on a 
magnetic rack for magnetic separation for 3 min, and the supernatant 
was removed. Afterward, 50, 100, 200, 400, and 800 μg multi-epitope 
antibodies were added to magnetic beads and diluted to 200–500 μL 
with 15 mM MES (pH 6.0) buffer, and then incubated overnight at 
room temperature. The centrifugal tube was placed on the magnetic 
rack for magnetic separation for 3 min to remove supernatant, 1 mL 
of PBS (containing 0.1% Tween-20) was added, and the centrifugal 
tube was placed on the drum for mixing for 10 min. After magnetic 
separation the supernatant was removed, and the process was 
repeated. Approximately 1 mL of PBS (containing 0.1% tween-20 and 
0.1% BSA) was added into each tube to re-disperse the IMBs, and the 
sample was stored at 4°C.
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2.4.2 Optimization of nano IMBs
The trapping ability of five kinds of MBs to different enterococci 

was studied (50, 100, 200, 400, and 800 μg/mL) with four IMB dosages 
(0.75, 1.5, 3, 6, and 12 mg), six immunoreaction times (5, 15, 30, 45, 60, 
and 90 min), five magnetic separation times (1, 3, 5, 7, and 9 min), and 
four different buffer pH values (pH 6.0, 7.4, 8.0, and 9.6) (Lv et al., 2021).

Enterococci were diluted with sterile PBS after inoculated in BHI 
(10 mL) overnight at 28°C with sharking and diluted with sterile PBS. Five 
1.5 mL centrifuge tubes containing 3 mg of IMB samples with 50, 100, 200, 
400, and 800 μg/mL multi-epitope antibodies were added with 1 mL of 
enterococci suspension. A blank control without IMBs was also prepared. 
All centrifuge tubes were placed on a tube rotator for 45 min at 37°C. After 
magnetic separation for 3 min, and the liquid phase was transformed to 
another centrifuge tubes, and the sediment was washed thrice with 
PBS. Finally, the residual bacteria compounds were re-dispersed in 1 mL 
of PBS and inoculated on 3 M petrifilm plates with three parallel tests. The 
3 M petrifilm plates were performed at 28°C for 1–2 days, and the capture 
efficiency (CE) was calculated using the following equation (Bi et al., 
2020): CE (%) = (N0 – N1)/N0 × 100%, where N0 and N1 are the initial and 
residual numbers of bacteria in the samples, respectively. The optimization 
of the other four capture conditions of the IMBs was carried out the same 
as above. Under the optimal capture conditions, the microscopic 
structures of the IMBs and bacteria were observed. IMBs and enterococci 
were combined in PBS. After fixation with glutaraldehyde and 
dehydration by gradient ethanol, the combination of IMBs and 
enterococci was observed under scanning electron microscopy (SEM).

2.4.3 Application of IMBs in the detection of 
Enterococcus

IMBs were mixed with 1 mL of enterococci suspensions of 
different species, and the range of bacterial concentration was 101–
105 CFU/ mL. The samples were mixed by rotation at 37°C for 45 min 
magnetic separation, washed thrice with sterile PBS, resuspended with 
PBS, and inoculated on 3 M petrifilm plates with three parallel 
samples. The samples were cultured at 28°C for 1–2 days, and the 
capture efficiency and minimum capture limit were calculated. 
Likewise, Vp, Vv, Vh, Va, and Et values of 105 CFU/mL were selected 
to complete the specific detection of IMBs. Thereby, the disturbance 
resistance of the IMBs was determined.

2.5 Detection by immune colloidal gold

2.5.1 Synthesis of the immune colloidal gold
Colloidal gold was prepared by trisodium citrate reduction (Liu 

et al., 2020; Wangman et al., 2020). The quality of immune colloidal 
gold was determined by transmission electron microscopy (TEM) and 
using a UV–visible scanning spectrophotometer. At the same time, 
observe colloidal gold solution is clear, no suspended matter and 
precipitation, in order to judge the quality of colloidal gold.

Magneons and 30 mL of colloidal gold solution was placed into 
the conical flask. The mixture was stirred slowly on a magnetic stirrer. 
K2CO3 solution (0.1 mol/L) was added to adjust the pH value, then the 
best labeled amount of antibody was added slowly, and the mixture 
was stirred slowly for 2 h. Then, the 1/10 volume of 10% bovine serum 
albumin (BSA) of PBS was added to the colloidal gold conjugation and 
incubated for 30 min to bind colloidal gold residue sites. The mixture 
was centrifuged at 3,000 rpm for 5 min at 4°C, the precipitate was 

removed, the supernatant was centrifuged at 10,000 rpm for 30 min at 
4°C (Wu et al., 2021). Finally, the precipitate was dispersed in in buffer 
solution containing 1% (m/v) sucrose, 0.5% (v/v) Tween-20, and 1% 
(m/v) BSA, the resulting solution is 1/10 the volume of the original 
colloidal gold solution and the sample was stored at 4°C for further 
use. The detail of gold label protein optimizing methods is available in 
Supplementary materials and methods.

2.5.2 ICTS structure and performance testing.
The multi-epitope antibody and goat anti-mouse IgG were 

dispensed as test (T) and control lines (C), respectively. The dot film 
machine was applied to the upper and lower parts of the NC membrane. 
The NC membrane (300 mm × 25 mm) with two dispensed lines (the 
distance between the T line and C line is 0.5 cm, 1 μL/cm) was pasted 
on the center of the bottom plate. The NC film was dried in an oven at 
45°C for 1 h, and the sample pad and joint point were pretreated with 
buffer and then dried in 45°C for 1 h. Then, the immune colloidal gold 
solution was evenly poured onto the glass fiber membrane and oven-
dried at 45°C for 1 h. Then. the processed gold standard pad, NC film, 
sample pad. and absorbent pad were glued to the PVC bottom plate. 
The assembly was cut into 4 mm-wide strips for usage.

Enterococci were diluted in 10-fold gradient with sterile PBS to a 
concentration of 101–105 CFU/mL. The five concentrations of 
enterococci liquid were added to the colloid gold test strip adding 
sample wells, and the sensitivity test was carried out with PBS was 
used as negative control. In the absence of color at T and in the 
presence of one band at the C, the results were determined to 
be negative. By contrast, in the presence of strips on both lines C and 
T, the result was evaluated as positive. If only the T line has a strip or 
wireless is present, the result was considered invalid.

2.6 Detection in pure culture samples of 
Enterococcus of IMS-ICTS

In the previous experiments, IMBs solved the problems of easy 
loss of trace samples and substrate inhibition in pretreatment. Rapid 
trace detection was achieved by combining IMBS with ICTS. Ten 
1.5 mL EP tubes were divided into two groups. One group was 
supplemented with Ef and IMBs at a concentration of 101–105 CFU/
mL, and the other one was only supplemented with Ef at a 
concentration of 101–105 CFU/mL. This group was used as negative 
control, the reaction was carried out on a rotary mixer at 37°C for 
45 min, and then resuspended in 100 μL of PBS after magnetic 
separation. The resuspended solution was placed in a metal bath at 
100°C for 15 min, followed by magnetic separation. ICTS was used to 
detect the supernatant obtained from the two groups of experiments, 
and the supernatant was waited for 10 min. The results were evaluated 
according to the color changes of C and T line in ICTS. Performance 
test of other enterococci was carried out using the method above.

3 Results and analysis

3.1 Preparation of artificial multi-epitope 
antigen and antibody

The epitope prediction tool was used to screen the dominant 
epitope sites for multi-epitope fusion expression (Figure 1). Flexible 
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peptides (GGGGS) were used to link different epitope sites. After 
further optimization, a His-tag was added to the N-terminus to obtain 
the multi-epitope antigen sequence En dltD. The multi-epitope 
antigen En dltD has a molecular weight of approximately 120 kDa and 
has good antigenicity. Samples were retained at each step of protein 
expression, and the protein bands were identified by 12% SDS-PAGE 
analysis between 100 and 140 kDa with molecular weights, which 
were very close to the predicted theoretical molecular weights 
(Supplementary Figure S1). Western blot analysis of serum from 
immunized mice showed that the serum produced by the constructed 
multi-epitope antigen can generate specific bands with En dltD 
(Figure  2), confirming that the polyclonal antibody had decent 
reactogenicity with the constructed polyepitope antigen.

3.2 MST technology to detect antibody 
affinity

Binding Check program in MO was employed. Control software 
was used to detect the affinity of multiple epitope antibodies and seven 
enterococci. The Capillary Scans provides information about the 
overall fluorescence intensity and molecule adsorption to capillary 
walls for each individual capillary. The MST Traces overview provides 
feedback about the aggregation of the target molecule and 
photobleaching properties of the samples. It shows the reflection of 
the MST signal of the fluorescent target molecule and complex. The 
Signal-to-Noise ratio was used to evaluate the quality of the binding 
data. It is defined as the response amplitude divided by the noise of the 
measurement. A signal-to-noise ratio of more than 5 is desirable. The 
results of Capillary Scans and MST Traces of enterococci showed that 
the shape of capillary peak was regular without abnormal fluctuation. 
Then, the fluorescence of labeled proteins was in the range of 
200–2000, and the fluorescence values of parallel samples were stable 

and fluctuated within 20%. The sample in the capillary tube was 
irradiated with the infrared laser from the inside of the instrument, 
causing the micro temperature gradient, thermal swimming 
phenomenon, and the typical MST curve (Figures  3A–G). After 
passing the first two steps, the Signal-to-Noise results showed that the 
signal-to-noise ratio of enterococci was more than 5, showing that the 
multi-epitope antibody could specifically recognize and bind seven 
enterococci. The signal-to-noise ratios of Ec, Ef, Enl, Eh, Enf, Enm, 
and Ed were 10.3, 14.4, 17.7, 11.5, 15.4, 5.8, and 14.1, respectively. All 

FIGURE 1

Epitope sequence of 14 enterococcal proteins obtained by recombination after evaluation conservative region of En dltD epitope. The 14 types of 
enterococci include Ef, Eg, Er, Ed, Enf, Eh, Ent, Ec, Ea, En, Enl, Es, Ep, and Em.

FIGURE 2

Western Bolt analysis of multi-epitope antibody. Multi-epitope 
antigen En dltD was isolated by SDS-PAGE and analyzed by western 
blot, and the three bands in western blot analysis were parallel.
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FIGURE 3

Affinity results of multi-epitope antibody detected by MST technique. The results were the affinity detection of (A) Ec, (B) Ef, (C) Enl, (D) Eh, (E) Enf, (F) Enm, 
and (G) Ed with antibodies, the target is the marker protein and buffer, complex is the marker protein and ligand, and each group has four parallels.
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the seven enterococci had affinity with polyepitope antibodies, thus 
providing a possibility for subsequent experiments.

3.3 Condition optimization for bacterial 
capture with IMBs

3.3.1 Optimization of antibody dosage
The capture efficiency of Enm, Ec, and Enf by IMBs showed an 

increasing trend with antibody dosage ranging from 50 μg to 200 μg 
(Figure 4). When the antibody dose exceeded 200 μg, the capture 
efficiency began to decrease, and when the antibody dose was between 
50 and 400 μg, the capture efficiency of Ef, Ed, Enl, and Eh gradually 
increased. The CE values of Enm, Ec, and Enf were 88.36, 87.10, and 
84%, respectively, when the optimal amount of antibody added was 
200 μg, and the optimal amount of antibody added to capture Ef, Ed, 
Enl, and Eh was 400 μg, and the CE values were 73.74, 76.83, 82.1, 
and 72.18%.

3.3.2 Optimization of IMB dosage
Increasing the amount of added IMBs from 0.75 mg to 1.5 mg 

increased the capture efficiency of Ef and Ec by IMBs up to 80.66 and 
87.5%, respectively. When the addition amount of MBs exceeded 
1.5 mg, the capture efficiency began to decline. When the amount of 
MBs was 3 mg, the capture efficiency of Eh reached the highest value 
of 84.42%. With the addition of MBs increased from 0.75 mg to 6 mg, 
the capture efficiencies of Ed, Enm, Enl, and Enf gradually increased 
and finally leveled off (Figure 5).

3.3.3 Optimization of immune reaction time for 
IMB

The CE values of Ec, Enl, and Enf gradually increased within 
5–30 min of immune reaction were 93.87, 91.96, and 92.30%, 

indicating that the longer the reaction time between the bacterial 
solution and the immune magnetic beads, the higher the capture 
rate (Figure 6). However, when the immune response time was 
more than 45 min, the capture rate showed a downward trend. 
When the immune response time was 45 min, the capture rate of 
Ed and Eh was the highest, reaching 92.16 and 87.94%. At 60 min, 
Ef and Enm had the highest capture efficiencies of 93.65 and 
93.79%, respectively.

3.3.4 Optimization of the immunomagnetic 
separation time

Five different time periods of 1, 3, 5, 7, and 9 min were selected for 
immunomagnetic separation, and the best magnetic separation time 
of Enl and Eh was 5 min with capture efficiencies of 92.09 and 87.99%, 
respectively (Figure 7). When the capture efficiency of Ef, Ec, Ed, 
Enm, and Enf reached the highest, the magnetic separation time was 
3 min, and the capture efficiency decreased after 3 min, indicating the 
best magnetic separation time was 3 min. The capture efficiencies of 
Ef, Ec, Ed, Enm, and Enf were 91.9, 94.98, 93.07, 93.19, and 93.57%, 
respectively.

3.3.5 Optimization of the buffer pH
The capture efficiency of Enf in PBS with pH 7.0 was 93.68%. 

The capture efficiencies of Ef, Enl, Ec, Eh, Ed, and Enm in PBS 
with pH 8.0 were 95.07, 92.31, 97.58, 90.63, 92.07, and 93.06%, 
respectively. In PBS with pH 9.0, the CE is in a declining state 
(Figure 8).

3.3.6 IMBs performance analysis and 
microstructure observation

Under the optimum conditions, according to 3 M petrifilm plates 
test results (Supplementary Figure S2), the CE was over 70%, going as 
high as 97.58%, except for 101 CFU/mL, when the IMB was used to 

FIGURE 4

Optimization of multi-epitope anti-coupling IMBs. Various concentrations (50, 100, 200, 400, and 800  μg/mL) of multi-epitope antibody En dltD were 
coated on beads. The CE values of (A-G) Ef, Enm, Ec, Eh, Enf, Ed, and Enl by IMBs were affected by the amount of antibody.
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FIGURE 5

Optimization of the amount of IMBs added. Various amounts (0.75, 1.5, 3, 6, and 12 mg) of IMBs were added in the bacterial suspension. The CE values 
of (A-G) Ef, Enm, Ec, Eh, Enf, Ed and Enl were affected by the amount of IMBs added.

FIGURE 6

Optimization of reaction time between IMBs with 7 enterococci. The immune response time was set to 5, 15, 30, 45, 60 and 90 min to investigate their 
effect on the CE of (A-G) Ef, Enm, Ec, Eh, Enf, Ed and Enl.

capture Ec, Ef, Enl, Eh, Enf, Enm, and Ed in the range of 101–105 CFU/
mL. By contrast, the capture efficiencies of Vp, Vv, Vh, and Et were 
lower than 24.60% on average (Figure 9).

SEM results showed that most of the nano-magnetic 
beads were regular and round with good dispersion and uniform 
size (Figure  10A). The figure shows that IMBs are linked to 
various enterococci by surface antibodies, and each bacterium 

may be  bound by several magnetic beads, thus forming a 
magnetic beads-bacteria complex, which appears to be aggregated 
under the electron microscope. These images in Figures 10B–G 
show that seven enterococci, namely, Enf, Ef, Enl, Ec, Eh, Ed, and 
Enm, bind to antibodies on the surface of IMBs, and a 
large number of magnetic beads are bound to the surface of 
the bacteria.
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3.4 Determination of the labeling 
conditions of colloidal gold

The prepared colloidal gold solution is clear and transparent, red, and 
has no suspended material on the surface and no accumulated particles 
at the bottom (Supplementary Figure S3A). The quality of colloidal gold 
was analyzed by transmission electron microscope and using a UV 

spectrum scanner. TEM results showed that the average particle size of 
colloidal gold prepared was about 24 nm with uniform dispersion and 
regular shape (Supplementary Figure S3B). The maximum absorption 
peak (λmax) was 524 nm in the range of 400–800 nm as determined using 
the UV spectrum scanner, and only one peak with smooth waveform and 
narrow peak shape (Supplementary Figure S3C) was observed, indicating 
that the colloidal gold solution prepared was of good quality.

FIGURE 7

Optimization of immunomagnetic separation time. The immunomagnetic separation times were set to 1, 3, 5, 7, and 9 min to investigate the time on 
CE of (A-G) Ef, Enm, Ec, Eh, Enf, Ed, and Enl.

FIGURE 8

Optimization of buffer pH. Buffer pH values of 6, 7, 8, and 9 were selected to investigate the effect of buffer pH on the CE of (A-G) Ef, Enm, Ec, Eh, Enf, 
Ed, and Enl.
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FIGURE 9

IMB sensitivity and specificity detection. The range of bacterial concentration in the IMBs sensitivity test was selected from 101 to 105 CFU/mL were 
selected to investigate the bacterial concentration on CE of (A-G) Enf, Ef, Enl, Ec, Eh, Ed, Enm and (H) Vp, Vv, Vh, and Et were selected to detect the 
specificity of IMBs.

According to Mey’s stability test, when the amount of artificial 
multi-epitope antibody labeling was 12 μL/mL, the color of colloidal 
gold tended to be stable (Figure 11A). Therefore, the optimal labeling 
amount was 14.4 μL/mL. When the pH was between 3 and 7.5, the 
colloidal gold solution became gray or light in color, and at pH 8.0, the 
colloidal gold solution maintained a red color (Figure  11B). 
Consequently, pH 8.0 was selected as the optimal marker pH value for 
multi-epitope antibody immunocolloidal gold.

3.5 Specificity of ICTS

Kim et al. (2023) showed that the abundance of Vibrio was 
higher in the samples from the marine bathing beach, and 
we  selected V. parahemolyticus, V. vulnifcus, V. harveyi, 
V. anguillarum, and E. tarda to detect the specificity of the 
developed method for enterococci bacteria. After the specificity of 
ICTS was tested by enterococci and Vp, Vv, Vh, and Et, the ICTS 
prepared with artificial multi-epitope antibody showed that seven 
kinds of enterococci were positive. PBS was used as the blank 
control, and the specificity detection results of Vp, Vv, Vh, and Et 
were all negative, indicating that the test strip has good specificity 
(Figure 12).

3.6 Detection evaluation of IMS-PCR

The direct use of the ICTS method can only detect enterococci 
higher than 102 CFU/mL, and the limit of detection of enterococci by 
IMS-ICTS method is 101 CFU/mL (Supplementary Table S1). In 
comparison with the ICTS method, the sensitivity of the detection of 
enterococci by IMS-ICTS increased by 10 times.

4 Discussion

Epitope chemical group with a specific structure that exists on 
the surface of antigens can be specifically recognized by antibodies 
(Agarwal et  al., 2022). Epitopes are target structures that are 
recognized by immune cells. A single antigenic molecule may have 
one or more distinct epitopes, and each epitope is specific for only 
one antigen. At present, the construction of multi-antigen epitopes 
is mainly used in vaccine design to combat diseases, including 
tumors and various pathogenic bacteria (Al-Megrin et al., 2022; 
Saha et al., 2022). Mahdevar et al. (2022) designed a novel multi-
epitope vaccine against breast cancer, which comprised of the most 
immunodominant epitope of the BORIS cancer-testis antigen by 
using immune-informatics approach. Albutti (2022) designed a 
multi-epitope vaccine structure that targets highly specific antigenic 
epitopes of the four target proteins of Rift Valley fever (RVF) and 
evaluated its potential immune effect, thus providing a new 
direction for future vaccines against RVF virus. Accordingly, the use 
of immune-informatics methods for the design of multi-epitope 
vaccines with high practical value has been become an attractive 
means of vaccine research, thus providing support for the 
prevention of many diseases in the future (Molina-Franky et al., 
2020; Saha et al., 2022).

Notably, the multi-epitope antibodies prepared in this experiment 
are polyclonal antibodies. Polyclonal antibodies are also widely used 
to connect with magnetic beads for the separation of target proteins 
(Zhang et  al., 2020; Schuster et  al., 2022). Although monoclonal 
antibodies have high specificity, they can only specifically recognize a 
single epitope, and the production process is complicated. In 
comparison with monoclonal antibodies, polyclonal antibodies have 
the advantages of easy large-scale preparation and recognition of 
multiple epitopes on antigens to better play the advantages of multiple 
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epitopes (Dean Goldriig et  al., 1989; Schmidt et  al., 2021). This 
experiment made full use of the advantages of polyclonal antibodies, 
and multi-epitope polyclonal antibodies were prepared for the trace 
and rapid detection of water quality in environmental water samples 
and recreational water. The whole process could simultaneously 
complete trace detection of seven kinds of pathogenic enterococci, 
including Enf, Ef, Enl, Ec, Eh, Ed, and Enm. The detection process 
does not take more than 1 h.

At present, IMBs can be divided into amino magnetic, carboxyl 
magnetic, and silicon magnetic beads according to different surface 
groups. Carboxyl-coated magnetic beads are widely used in pathogen 
detection (Wang L. et  al., 2022). Chai and Bi (2022) performed 
enrichment and capture of E. coli with anti-E. coli-modified carboxyl 
magnetic beads and detected E. coli from complex matrices. Wang 
Z. et al. (2022) pretreated E. coli with carboxy group-coated IMBs and 
established a method for the rapid detection of E. coli O157 cells in 

FIGURE 10

The result of SEM. (A) IMB conjugated antibody. The results show the microstructure of (B-H) Enf, Ef, Enl, Ec, Eh, Ed and Enm connected with magnetic 
beads. The round ones are IMBs, and the oval structures are enterococci.
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FIGURE 11

Optimization of colloidal gold labeling conditions. (A) The gold color of the colloid changes when adding different amounts of antibody. (B) pH is 
different at the same time the color change of colloidal gold. The control group was not added with the antibody.

FIGURE 12

Specificity testing of the ICTS. The positive specimens included Enf, Ef, Enl, Ec, Eh, Ed, and Enm, and negative samples from Vp, Vv, Vh and Et and PBS 
were simultaneously tested by this strip test.
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fresh strawberry and lettuce. In comparison with micro-magnetic 
beads, nano-magnetic beads have the advantages of larger specific 
surface area and better suspension stability, resulting in lower detection 
limit and easier separation (Brandão et  al., 2015). Li et  al. (2019) 
detected Salmonella in milk and chicken by immunomagnetic 
separation. Although the applied micron magnetic beads can detect 
bacteria, the CE is less than 75%, and the detection time is long. The 
IMBs used in the present experiment are nano-magnetic beads with 
CE of up to 90%, and whole detection process was completed within 
1 h. This finding can be attributed to the small and uniform size of 
nano-magnetic beads, which are greatly affected by Brownian motion, 
and the probability of contacting antigen in solution increased. 
Furthermore, considering that PCR is the most commonly used 
molecular detection method in this field, the specificity of the IMBs 
can be  confirmed by verifying the products of magnetic bead 
enrichment with specific primers, and the results showed that the 
IMBs could specifically recognize the target strain. ICTS can be used 
to detect pathogens easily and quickly, and the colloidal gold particle 
size for the detection of pathogens is usually 20–25 nm (Sun et al., 
2014). TEM images of the selected colloidal gold showed that the 
colloidal gold was uniform in size and evenly dispersed with a diameter 
of about 24 nm (Supplementary Figure S3B), and based on the UV 
spectrum scanner results, the maximum absorption peak was 524 nm 
with only one peak and a smooth wave (Supplementary Figure S3C), 
indicating good quality. Accurate ICTS results were obtained by 
performing a series of optimizations, including the amount of labeled 
multi-epitope antibodies used (Figure 11A), the pH of the colloidal 
gold fluid (Figure 11B), and goat anti-mouse IgG. After optimization, 
the results can be observed within 10 min (Figure 12). During the 
experiment, the carboxyl groups on the surface of magnetic beads were 
first activated by N-(3-dimethylaminopropyl)-N′-ethyl carbondiimide 
hydrochloride (EDC) solution. Then, the antibodies (multi-epitope 
antibodies in this article) were attached to the activated magnetic bead 
surface, and then BSA was added to block nonspecific adsorption sites 
on the IMB surface. MST technology (Zhang et al., 2019) was used to 
verify the affinity of multi-epitope antibodies to pathogenic bacteria 
(Figure 3), IMS and ICTS test the sensitivity of the antibody The multi-
epitope antibody had high specificity for the target bacteria in MST, 
IMS, and ICTS and can realize the rapid detection of enterococci. The 
detection minimum was 101  CFU/mL, and incompatibility was 
observed for Vp, Vv, Vh, and Et (Figure 9). Therefore, the multi-epitope 
antigens screened using this method are highly conserved and have 
research value. We will investigate the application in bathing beach 
samples in the future work.

5 Conclusion

In conclusion, a multi-epitope antigen was generated against 
seven major pathogenic enterococci, and polyclonal antibodies were 
obtained by animal immunization. IMS-ICTS was used to complete 
the enrichment and field detection of various enterococci. Results 
showed that the antibody had good specificity and sensitivity and is 
suitable for the rapid detection of target bacteria by IMBs, ICTS, and 
MST. In this investigation, the whole detection process was completed 
within 1 h, including sample processing time and detection time, 
which do not require complex operations and sophisticated laboratory 
equipment. It achieves the purpose of water quality monitoring in 

bathing beach and solves the problems of complex substrate 
composition and difficult separation of target bacteria.

Data availability statement

The original contributions presented in the study are included in 
the article/Supplementary material, further inquiries can be directed 
to the corresponding authors.

Author contributions

YL: Investigation, Methodology, Visualization, Writing – original 
draft. ZiyanW: Writing – review & editing. ZeW: Software, Writing – 
original draft. JZ: Data curation, Funding acquisition, Writing – review & 
editing. JH: Writing – review & editing. CL: Methodology, Visualization, 
Writing – review & editing. BL: Methodology, Writing – review & editing. 
RY: Conceptualization, Writing – review & editing. XSun: Data curation, 
Resources, Writing – original draft. ZZ: Funding acquisition, Supervision, 
Writing – review & editing. RW: Supervision, Writing – review & editing. 
XSu: Supervision, Writing – review & editing.

Funding

The author(s) declare financial support was received for the 
research, authorship, and/or publication of this article. This work was 
sponsored by the National Key R&D Program of China 
(2019YFD0900101), One health Interdisciplinary Research Project, 
Ningbo University, the Natural Science Foundation of Zhejiang 
Province (LGC22C190002), the National Natural Science Foundation 
of China (42106122), and KC Wong Magna Fund in Ningbo University.

Conflict of interest

BL, RY, and XSun were employed by Vigor Health Products 
Co., Ltd.

The remaining authors declare that the research was conducted in 
the absence of any commercial or financial relationships that could 
be construed as a potential conflict of interest.

Publisher’s note

All claims expressed in this article are solely those of the authors 
and do not necessarily represent those of their affiliated organizations, 
or those of the publisher, the editors and the reviewers. Any product 
that may be evaluated in this article, or claim that may be made by its 
manufacturer, is not guaranteed or endorsed by the publisher.

Supplementary material

The Supplementary material for this article can be found online 
at: https://www.frontiersin.org/articles/10.3389/fmicb.2024.1341451/
full#supplementary-material

https://doi.org/10.3389/fmicb.2024.1341451
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org
https://www.frontiersin.org/articles/10.3389/fmicb.2024.1341451/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fmicb.2024.1341451/full#supplementary-material


Liu et al.� 10.3389/fmicb.2024.1341451

Frontiers in Microbiology 14 frontiersin.org

References
Agarwal, A., Beck, K. L., Capponi, S., Kunitomi, M., Nayar, G., Seabolt, E., et al. 

(2022). Predicting epitope candidates for SARS-CoV-2. Viruses 14:1837. doi: 10.3390/
v14081837

Agency, E. E. (2019). European bathing water quality in 2018. Publications Office.

Albutti, A. (2022). Proteome-wide and protein-specific multi-epitope vaccine 
constructs against the Rift Valley fever virus outbreak using integrated omics approaches. 
Front. Microbiol. 13:921683. doi: 10.3389/fmicb.2022.921683

Al-Megrin, W. A. I., Karkashan, A., Alnuqaydan, A. M., Aba Alkhayl, F. F., 
Alrumaihi, F., Almatroudi, A., et al. (2022). Design of a Multi-Epitopes Based Chimeric 
Vaccine against Enterobacter cloacae using Pan-genome and reverse vaccinology 
approaches. Vaccine 10:886. doi: 10.3390/vaccines10060886

Bi, Y., Shu, M., Zhong, C., Li, S. Y., Li, Y. K., Yang, H. H., et al. (2020). A novel SDS 
rinse and Immunomagnetic beads separation combined with real-time loop-mediated 
isothermal amplification for rapid and sensitive detection of Salmonella in ready-to-eat 
duck meat. Food Anal. Methods 13, 1166–1175. doi: 10.1007/s12161-020-01735-1

Bollam, R., Yassin, M., and Phan, T. (2021). Detection of Enterococcus hirae in a case 
of acute osteomyelitis. Radiol. Case Rep. 16, 2366–2369. doi: 10.1016/j.radcr.2021.06.016

Brandão, D., Liébana, S., Campoy, S., Alegret, S., and Isabel Pividori, M. (2015). 
Immunomagnetic separation of Salmonella with tailored magnetic micro and 
nanocarriers. Talanta 143, 198–204. doi: 10.1016/j.talanta.2015.05.035

Chai, Z., and Bi, H. (2022). Capture and identification of bacteria from fish muscle 
based on immunomagnetic beads and MALDI-TOF MS. Food Chem. X 13:100225. doi: 
10.1016/j.fochx.2022.100225

Chen, Q., Li, Y., Tao, T., Bie, X., Lu, F., and Lu, Z. (2017). Development and application 
of a sensitive, rapid, and reliable immunomagnetic separation-PCR detection method 
for Cronobacter spp. J. Dairy Sci. 100, 961–969. doi: 10.3168/jds.2016-11087

Cui, J. Q., Liu, F. X., Park, H., Chan, K. W., Leung, T., Tang, B. Z., et al. (2022). Droplet 
digital recombinase polymerase amplification (ddRPA) reaction unlocking via 
picoinjection. Biosens. Bioelectron. 202:114019. doi: 10.1016/j.bios.2022.114019

Dean Goldriig, J. P., Brake, D. A., Cavacini, L. A., Long, C. A., and Weidanz, W. P. 
(1989). Cloned T cells provide help for malaria-specific polyclonal antibody responses. 
Eur. J. Immunol. 19, 559–562. doi: 10.1002/eji.1830190324

Dufour, A. (2021). A short history of methods used to measure bathing beach water 
quality. J. Microbiol. Methods 181:106134. doi: 10.1016/j.mimet.2021.106134

Esteve-Turrillas, F. A., Mercader, J. V., Agulló, C., Abad-Somovilla, A., and 
Abad-Fuentes, A. (2018). Highly sensitive monoclonal antibody-based immunoassays 
for boscalid analysis in strawberries. Food Chem. 267, 2–9. doi: 10.1016/j.
foodchem.2017.06.013

Fiore, E., Tyne, D. V., and Gilmore, M. S. (2019). Pathogenicity of enterococci. 
Microbiol. Spectr. 7:184. doi: 10.1128/microbiolspec.GPP3-0053-2018

García-Solache, M., and Rice, L. B. (2019). The Enterococcus: a model of adaptability 
to its environment. Clin. Microbiol. Rev. 32, e00058–e00018. doi: 10.1128/CMR.00058-18

Garrido-Maestu, A., Azinheiro, S., Carvalho, J., and Prado, M. (2018). Rapid and 
sensitive detection of viable Listeria monocytogenes in food products by a filtration-
based protocol and qPCR. Food Microbiol. 73, 254–263. doi: 10.1016/j.fm.2018.02.004

Hsu, B. M., and Huang, Y. L. (2008). Intensive water quality monitoring in a Taiwan 
bathing beach. Environ. Monit. Assess. 144, 463–468. doi: 10.1007/s10661-007-0009-4

Inácio, M., Gomes, E., Bogdzevič, K., Kalinauskas, M., Zhao, W., and Pereira, P. (2022). 
Mapping and assessing coastal recreation cultural ecosystem services supply, flow, and 
demand in Lithuania. J. Environ. Manag. 323:116175. doi: 10.1016/j.
jenvman.2022.116175

Kim, H. J., Kim, K. E., Kim, Y. J., Kang, H., Shin, J. W., Kim, S., et al. (2023). Marine 
bacterioplankton community dynamics and potentially pathogenic bacteria in seawater 
around Jeju Island, South Korea, via metabarcoding. Int. J. Mol. Sci. 24:13561. doi: 
10.3390/ijms241713561

Lei, X., Xu, X., Liu, L., Kuang, H., Xu, L., Hao, C., et al. (2020). Rapid quantitative 
determination of fentanyl in human urine and serum using a gold-based 
immunochromatographic strip sensor. J. Mater. Chem. B 8, 8573–8584. doi: 10.1039/
D0TB01509A

Li, J., Liu, Q., Wan, Y., Wu, X., Yang, Y., Zhao, R., et al. (2019). Rapid detection of trace 
Salmonella in milk and chicken by immunomagnetic separation in combination with a 
chemiluminescence microparticle immunoassay. Anal. Bioanal. Chem. 411, 6067–6080. 
doi: 10.1007/s00216-019-01991-z

Liu, X., Yang, J., Li, Q., Wang, Y., Wang, Y., Li, G., et al. (2020). A strip test for the 
optical determination of influenza virus H3 subtype using gold nanoparticle coated 
polystyrene latex microspheres. Mikrochim. Acta 187:306. doi: 10.1007/
s00604-020-04255-1

Lv, X., Wang, L., Zhang, J., He, X., Shi, L., and Zhao, L. (2021). Quantitative detection 
of trace VBNC Cronobacter sakazakii by immunomagnetic separation in combination 
with PMAxx-ddPCR in dairy products. Food Microbiol. 99:103831. doi: 10.1016/j.
fm.2021.103831

Mahdevar, E., Safavi, A., Abiri, A., Kefayat, A., Hejazi, S. H., Miresmaeili, S. M., et al. 
(2022). Exploring the cancer-testis antigen BORIS to design a novel multi-epitope 

vaccine against breast cancer based on immunoinformatics approaches. J. Biomol. Struct. 
Dyn. 40, 6363–6380. doi: 10.1080/07391102.2021.1883111

Manna, S. L., Fortuna, S., Leone, M., Mercurio, F. A., Donato, I. D., Bellavita, R., et al. 
(2022). Ad-hoc modifications of cyclic mimetics of SOCS1 protein: structural and 
functional insights. Eur. J. Med. Chem. 243:114781. doi: 10.1016/j.ejmech.2022.114781

Miller, W. R., Murray, B. E., Rice, L. B., and Arias, C. A. (2020). Resistance in 
vancomycin-resistant enterococci. Infect. Dis. Clin. N. Am. 34, 751–771. doi: 10.1016/j.
idc.2020.08.004

Molina-Franky, J., Cuy-Chaparro, L., Camargo, A., Reyes, C., Gómez, M., 
Salamanca, D. R., et al. (2020). Plasmodium falciparum pre-erythrocytic stage vaccine 
development. Malar. J. 19:56. doi: 10.1186/s12936-020-3141-z

Nagasawa, Y., Kiku, Y., Sugawara, K., Yabusaki, N., Oono, K., Fujii, K., et al. (2020). 
Rapid Staphylococcus aureus detection from clinical mastitis Milk by colloidal gold 
nanoparticle-based Immunochromatographic strips. Front. Vet. Sci. 6:504. doi: 10.3389/
fvets.2019.00504

Okumura, N., Watanabe, T., Teranishi, S., Suzuki, D., Hashimoto, T., Takahashi, K., 
et al. (2021). Successful treatment of aortic valve endocarditis caused by Enterococcus 
casseliflavus: a case report. BMC Infect. Dis. 21:447. doi: 10.1186/s12879-021-06160-1

Oldberg, K., and Rasmussen, M. (2021). Enterococcus faecalis in blood cultures-a 
prospective study on the role of persistent bacteremia. Diagn. Microbiol. Infect. Dis. 
101:115433. doi: 10.1016/j.diagmicrobio.2021.115433

Pan, H., Dong, K., Rao, L., Zhao, L., Wu, X., Wang, Y., et al. (2020). Quantitative 
detection of viable but nonculturable state Escherichia coli O157: H7 by ddPCR 
combined with propidium monoazide. Food Control 112:107140. doi: 10.1016/j.
foodcont.2020.107140

Saha, S., Vashishtha, S., Kundu, B., and Ghosh, M. (2022). In-silico design of an 
immunoinformatics based multi-epitope vaccine against Leishmania donovani. BMC 
Bioinformatics 23:319. doi: 10.1186/s12859-022-04816-6

Schmidt, F., Weisblum, Y., Rutkowska, M., Poston, D., DaSilva, J., Zhang, F., et al. 
(2021). High genetic barrier to SARS-CoV-2 polyclonal neutralizing antibody escape. 
Nature 600, 512–516. doi: 10.1038/s41586-021-04005-0

Schuster, O., Atiya-Nasagi, Y., Rosen, O., Zvi, A., Glinert, I., Shmuel, A. B., et al. 
(2022). Coupling immuno-magnetic capture with LC-MS/MS (MRM) as a sensitive, 
reliable, and specific assay for SARS-CoV-2 identification from clinical samples. Anal. 
Bioanal. Chem. 414, 1949–1962. doi: 10.1007/s00216-021-03831-5

Sun, Y., Hu, X., Zhang, Y., Yang, J., Wang, F., Wang, Y., et al. (2014). Development of 
an immunochromatographic strip test for the rapid detection of zearalenone in corn. J. 
Agric. Food Chem. 62, 11116–11121. doi: 10.1021/jf503092j

Wade, T. J., Calderon, R. L., Brenner, K. P., Sams, E., Beach, M., Haugland, R., et al. 
(2008). High sensitivity of children to swimming-associated gastrointestinal illness: 
results using a rapid assay of recreational water quality. Epidemiology 19, 375–383. doi: 
10.1097/EDE.0b013e318169cc87

Wade, T. J., Sams, E., Brenner, K. P., Haugland, R., Chern, E., Beach, M., et al. (2010). 
Rapidly measured indicators of recreational water quality and swimming-associated 
illness at marine beaches: a prospective cohort study. Environ. Health 9:66. doi: 
10.1186/1476-069X-9-66

Wang, Z., Cai, R., Gao, Z., Yuan, Y., and Yue, T. (2020). Immunomagnetic separation: 
an effective pretreatment technology for isolation and enrichment in food 
microorganisms detection. Compr. Rev. Food Sci. Food Saf. 19, 3802–3824. doi: 
10.1111/1541-4337.12656

Wang, Z., Liu, S., Zhen, X., Li, L., Zhou, G., Wei, Q., et al. (2022). Rapid detection of 
single viable Escherichia coli O157 cells in fresh lettuce and strawberry by 
Immunomagnetic flow cytometry in combination with pre-enrichment. Foodborne 
Pathog. Dis. 19, 36–44. doi: 10.1089/fpd.2021.0031

Wang, L., Niu, J., Wei, P., Feng, Y., Ding, M., He, C., et al. (2022). Rapid determination 
of 2, 4-diaminopyrimidine residues through sample pretreatment using 
immunomagnetic bead purification along with HPLC-UV. Food Chem. 376:131835. doi: 
10.1016/j.foodchem.2021.131835

Wangman, P., Chaivisuthangkura, P., Taengchaiyaphum, S., Pengsuk, C., Sithigorngul, P., 
and Longyant, S. (2020). Development of a rapid immunochromatographic strip test for the 
detection of Vibrio parahaemolyticus toxin B that cause acute hepatopancreatic necrosis 
disease. J. Fish Dis. 43, 207–214. doi: 10.1111/jfd.13115

Wei, Y., Joyce, L. R., Wall, A. M., Guan, Z., and Palmer, K. L. (2021). Streptococcus 
pneumoniae, S. Mitis, and S. oralis produce a Phosphatidylglycerol-dependent, lta 
S-independent Glycerophosphate-linked glycolipid. mSphere 6, e01099–e01020. doi: 
10.1128/mSphere.01099-20

Wienken, C. J., Baaske, P., Rothbauer, U., Braun, D., and Duhr, S. (2010). Protein-
binding assays in biological liquids using microscale thermophoresis. Nat. Commun. 
1:100. doi: 10.1038/ncomms1093

Wood, B. M., Santa Maria, J. P., Jr Matano, L. M., Vickery, C. R., and Walker, S. (2018). 
A partial reconstitution implicates Dlt D in catalyzing lipoteichoic acid d-alanylation. J. 
Biol. Chem. 293, 17985–17996. doi: 10.1074/jbc.RA118.004561

Wu, M., Wu, Y., Liu, C., Tian, Y., Fang, S., Yang, H., et al. (2021). Development and 
comparison of immunochromatographic strips with four nanomaterial labels: colloidal 

https://doi.org/10.3389/fmicb.2024.1341451
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org
https://doi.org/10.3390/v14081837
https://doi.org/10.3390/v14081837
https://doi.org/10.3389/fmicb.2022.921683
https://doi.org/10.3390/vaccines10060886
https://doi.org/10.1007/s12161-020-01735-1
https://doi.org/10.1016/j.radcr.2021.06.016
https://doi.org/10.1016/j.talanta.2015.05.035
https://doi.org/10.1016/j.fochx.2022.100225
https://doi.org/10.3168/jds.2016-11087
https://doi.org/10.1016/j.bios.2022.114019
https://doi.org/10.1002/eji.1830190324
https://doi.org/10.1016/j.mimet.2021.106134
https://doi.org/10.1016/j.foodchem.2017.06.013
https://doi.org/10.1016/j.foodchem.2017.06.013
https://doi.org/10.1128/microbiolspec.GPP3-0053-2018
https://doi.org/10.1128/CMR.00058-18
https://doi.org/10.1016/j.fm.2018.02.004
https://doi.org/10.1007/s10661-007-0009-4
https://doi.org/10.1016/j.jenvman.2022.116175
https://doi.org/10.1016/j.jenvman.2022.116175
https://doi.org/10.3390/ijms241713561
https://doi.org/10.1039/D0TB01509A
https://doi.org/10.1039/D0TB01509A
https://doi.org/10.1007/s00216-019-01991-z
https://doi.org/10.1007/s00604-020-04255-1
https://doi.org/10.1007/s00604-020-04255-1
https://doi.org/10.1016/j.fm.2021.103831
https://doi.org/10.1016/j.fm.2021.103831
https://doi.org/10.1080/07391102.2021.1883111
https://doi.org/10.1016/j.ejmech.2022.114781
https://doi.org/10.1016/j.idc.2020.08.004
https://doi.org/10.1016/j.idc.2020.08.004
https://doi.org/10.1186/s12936-020-3141-z
https://doi.org/10.3389/fvets.2019.00504
https://doi.org/10.3389/fvets.2019.00504
https://doi.org/10.1186/s12879-021-06160-1
https://doi.org/10.1016/j.diagmicrobio.2021.115433
https://doi.org/10.1016/j.foodcont.2020.107140
https://doi.org/10.1016/j.foodcont.2020.107140
https://doi.org/10.1186/s12859-022-04816-6
https://doi.org/10.1038/s41586-021-04005-0
https://doi.org/10.1007/s00216-021-03831-5
https://doi.org/10.1021/jf503092j
https://doi.org/10.1097/EDE.0b013e318169cc87
https://doi.org/10.1186/1476-069X-9-66
https://doi.org/10.1111/1541-4337.12656
https://doi.org/10.1089/fpd.2021.0031
https://doi.org/10.1016/j.foodchem.2021.131835
https://doi.org/10.1111/jfd.13115
https://doi.org/10.1128/mSphere.01099-20
https://doi.org/10.1038/ncomms1093
https://doi.org/10.1074/jbc.RA118.004561


Liu et al.� 10.3389/fmicb.2024.1341451

Frontiers in Microbiology 15 frontiersin.org

gold, new colloidal gold, multi-branched gold nanoflowers and Luminol-reduced au 
nanoparticles for visual detection of Vibrio parahaemolyticus in seafood. Aquaculture 
539:736563. doi: 10.1016/j.aquaculture.2021.736563

Yerlikaya, O., and Akbulut, N. (2019). Potential use of probiotic Enterococcus faecium 
and Enterococcus durans strains in Izmir Tulum cheese as adjunct culture. J. Food Sci. 
Technol. 56, 2175–2185. doi: 10.1007/s13197-019-03699-5

Zhang, M., Li, Y., Jing, H., Wang, N., Wu, S., Wang, Q., et al. (2020). Development of polyclonal-
antibody-coated immunomagnetic beads for separation and detection of koi herpesvirus in 
large-volume samples. Arch. Virol. 165, 973–976. doi: 10.1007/s00705-020-04557-y

Zhang, B., Li, J., Yang, X., Wu, L., Zhang, J., Yang, Y., et al. (2019). Crystal structures 
of membrane transporter Mmp L3, an anti-TB drug target. Cell 176, 636–648.e13. doi: 
10.1016/j.cell.2019.01.003

https://doi.org/10.3389/fmicb.2024.1341451
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org
https://doi.org/10.1016/j.aquaculture.2021.736563
https://doi.org/10.1007/s13197-019-03699-5
https://doi.org/10.1007/s00705-020-04557-y
https://doi.org/10.1016/j.cell.2019.01.003

	Rapid and simultaneous multiepitope antigen-based detection of Enterococcus by microscale thermophoresis and immunomagnetic separation
	1 Introduction
	2 Materials and methods
	2.1 Bacterial strains and culture conditions
	2.2 Preparation of multi-epitope antigens and antibodies
	2.3 Separate detection of the interaction of antibody and antigen and bacteria
	2.3.1 Western bolt verification of En dltD and multi-epitope antibodies
	2.3.2 Qualitative analysis and detection by MST technology
	2.4 Nano-immunomagnetic bead analytical technique
	2.4.1 Preparation of nano IMBs
	2.4.2 Optimization of nano IMBs
	2.4.3 Application of IMBs in the detection of Enterococcus 
	2.5 Detection by immune colloidal gold
	2.5.1 Synthesis of the immune colloidal gold
	2.5.2 ICTS structure and performance testing.
	2.6 Detection in pure culture samples of Enterococcus of IMS-ICTS

	3 Results and analysis
	3.1 Preparation of artificial multi-epitope antigen and antibody
	3.2 MST technology to detect antibody affinity
	3.3 Condition optimization for bacterial capture with IMBs
	3.3.1 Optimization of antibody dosage
	3.3.2 Optimization of IMB dosage
	3.3.3 Optimization of immune reaction time for IMB
	3.3.4 Optimization of the immunomagnetic separation time
	3.3.5 Optimization of the buffer pH
	3.3.6 IMBs performance analysis and microstructure observation
	3.4 Determination of the labeling conditions of colloidal gold
	3.5 Specificity of ICTS
	3.6 Detection evaluation of IMS-PCR

	4 Discussion
	5 Conclusion
	Data availability statement
	Author contributions

	 References

