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A corrigendum on

Balanced biogeographic and local environmental e�ects determine the

patterns of microbial diversity in biocrusts at multi-scales

by Li, Y., Wang, F., Yang, H., Li, H., and Hu, C. (2023). Front. Microbiol. 14:1284864.

doi: 10.3389/fmicb.2023.1284864

In the published article, there were two spelling mistakes in the abstract and

introduction. The termMiSeq was displayed as “MeSeq”. The correct statement is “MiSeq”.

A correction has been made to the method section of the Abstract. The sentence

previously stated:

“(Based on the Illumina MeSeq 16S/18S rRNA sequencing technology, we. . . )”

The corrected sentence appears below:

“(Based on the Illumina MiSeq 16S/18S rRNA sequencing technology, we. . . )”

A correction has been made to paragraph 4 of the Introduction. The sentence

previously stated:

“(Illumina MeSeq 16S/18S rRNA sequencing was used to examine the. . . )”

The corrected sentence appears below:

“(Illumina MiSeq 16S/18S rRNA sequencing was used to examine the. . . )”

The authors apologize for this error and state that this does not change the scientific

conclusions of the article in any way. The original article has been updated.
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