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A corrigendum on
 Whole-genome sequencing, annotation, and biological characterization of a novel Siphoviridae phage against multi-drug resistant Propionibacterium acne

by Liao, D., Zhang, J., Liu, R., Chen, K., Liu, Y., Shao, Y., Shi, X., Zhang, Y., and Yang, Z. (2023). Front. Microbiol. 13:1065386. doi: 10.3389/fmicb.2022.1065386




In the published article, there was an error in the Funding statement. The funding statement “the Foundation of Open Projects from State Key Laboratory of Trauma, Burns and Combined Injury (No. SKLKF201918), the Novel Clinical Technology Category of Army Medical University (XJSZR1206), and the Talent Training Project of Army Medical University (2019R031)” was incorrect. The correct Funding statement appears below.
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The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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