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A corrigendum on
 Genomic surveillance and phylodynamic analyses reveal the emergence of novel mutations and co-mutation patterns within SARS-CoV-2 variants prevalent in India

by Biswas, N., Mallick, P., Maity, S. K., Bhowmik, D., Mitra, A. G., Saha, S., Roy, A., Chakrabarti, P., Paul, S., and Chakrabarti, S. (2021). Front. Microbiol. 12:703933. doi: 10.3389/fmicb.2021.703933




In the published article, there was an error in affiliation 2. Instead of “Academy of Scientific and Innovative Research (AcSIR), Ghaziabad, India,” it should be “Academy of Scientific and Innovative Research (AcSIR), Ghaziabad- 201002, India.”

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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