E frontiers ‘ Frontiers in Microbiology

‘ @ Check for updates

OPEN ACCESS

APPROVED BY
Frontiers Editorial Office,
Frontiers Media SA, Switzerland

*CORRESPONDENCE

Sandip Paul
websandip@gmail.com

Saikat Chakrabarti
saikat@iicb.res.in

T PRESENT ADDRESS

Sandip Paul,

JIS Institute of Advanced Studies and
Research, JIS University, Kolkata, India

*These authors have contributed equally to
this work

RECEIVED 05 June 2024
ACCEPTED 06 June 2024
PUBLISHED 08 July 2024

CITATION

Biswas N, Mallick P, Maity SK, Bhowmik D,
Mitra AG, Saha S, Roy A, Chakrabarti P, Paul S
and Chakrabarti S (2024) Corrigendum:
Genomic surveillance and phylodynamic
analyses reveal the emergence of novel
mutations and co-mutation patterns within
SARS-CoV-2 variants prevalent in India.
Front. Microbiol. 15:1444349.

doi: 10.3389/fmicb.2024.1444349

COPYRIGHT

© 2024 Biswas, Mallick, Maity, Bhowmik,
Mitra, Saha, Roy, Chakrabarti, Paul and
Chakrabarti. This is an open-access article
distributed under the terms of the Creative
Commons Attribution License (CC BY). The
use, distribution or reproduction in other
forums is permitted, provided the original
author(s) and the copyright owner(s) are
credited and that the original publication in
this journal is cited, in accordance with
accepted academic practice. No use,
distribution or reproduction is permitted
which does not comply with these terms.

Frontiers in Microbiology

TYPE Correction
PUBLISHED 08 July 2024
pol 10.3389/fmicb.2024.1444349

Corrigendum: Genomic
surveillance and phylodynamic
analyses reveal the emergence of
novel mutations and co-mutation
patterns within SARS-CoV-2
variants prevalent in India

Nupur Biswas", Priyanka Mallick'?, Sujay Krishna Maity>*,
Debaleena Bhowmik!#, Arpita Ghosh Mitra*, Soumen Saha*,
Aviral Roy*, Partha Chakrabarti?®, Sandip Paul*?*! and

Saikat Chakrabarti'?*

Structural Biology and Bioinformatics Division, Council for Scientific and Industrial Research (CSIR) -
Indian Institute of Chemical Biology (IICB), Kolkata, India, 2Academy of Scientific and Innovative
Research (AcSIR), Ghaziabad- 201002, India, *Cell Biology & Physiology Division, Council for Scientific
and Industrial Research (CSIR) - Indian Institute of Chemical Biology (IICB), Kolkata, India, “MEDICA
Superspecialty Hospital, Kolkata, India

KEYWORDS

genome sequencing, India, mutation — genetics, phylodynamic analyses, SARS-CoV-2,
COVID-19

A corrigendum on

Genomic surveillance and phylodynamic analyses reveal the emergence
of novel mutations and co-mutation patterns within SARS-CoV-2
variants prevalent in India

by Biswas, N. Mallick, P, Maity, S. K, Bhowmik, D. Mitra, A. G. Saha, S. Roy,
A.. Chakrabarti, P, Paul, S, and Chakrabarti, S. (2021). Front. Microbiol. 12:703933.
doi: 10.3389/fmicb.2021.703933

In the published article, there was an error in affiliation 2. Instead of “Academy of
Scientific and Innovative Research (AcSIR), Ghaziabad, India,” it should be “Academy of
Scientific and Innovative Research (AcSIR), Ghaziabad- 201002, India.”

The authors apologize for this error and state that this does not change the scientific
conclusions of the article in any way. The original article has been updated.
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