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A Corrigendum on

Designing a polyvalent vaccine targeting multiple strains of varicella
zoster virus using integrated bioinformatics approaches

by Amin Rani, N., Moin, A. T., Patil, R., Barketullah Robin, T., Zubair, T., Nawal, N., Sami, M. R.

S., Morshed, M. M., Zhai, J., Xue, M., Hossain, M., Zheng, C., Abul Manchur, M., and Islam, N. N.
(2023). Front. Microbiol. 14:1291868. doi: 10.3389/fmicb.2023.1291868

In the published article, there was an error in the Acknowledgments statement. In
the Acknowledgment, we mentioned several individuals and organizations as a token of
appreciation. However, this might lead readers to mistakenly believe that these individuals
and organizations funded our study. We want to make it clear that our study did not receive
any funding from any internal or external sources. The correct Acknowledgment statement
appears below.
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