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A Corrigendum on

Bioinformatic analysis reveals the association between bacterial

morphology and antibiotic resistance using light microscopy with

deep learning

by Ikebe, M., Aoki, K., Hayashi-Nishino, M., Furusawa, C., and Nishino, K. (2024). Front.

Microbiol. 15:1450804. doi: 10.3389/fmicb.2024.1450804

In the published article, there was an error in the Data availability statement. It

was incorrectly stated that the names of the repository (and accession number) can be

found in the article or Supplementary material. The correct Data Availability statement

appears below.

Data availability statement

The datasets presented in this study can be found in the online repository; https://doi.

org/10.6084/m9.figshare.c.7757147.v1.

The authors apologize for this error and state that this does not change the scientific

conclusions of the article in any way. The original article has been updated.

Publisher’s note

All claims expressed in this article are solely those of the authors and do not necessarily

represent those of their affiliated organizations, or those of the publisher, the editors and

the reviewers. Any product that may be evaluated in this article, or claim that may be made

by its manufacturer, is not guaranteed or endorsed by the publisher.
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