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A Corrigendum on

Microclimate shapes the phylosymbiosis of rodent gut microbiota in

Jordan’s Great Rift Valley

by Al-khlifeh, E., Khadem, S., Hausmann, B., and Berry, D. (2023). Front. Microbiol. 14:1258775.

doi: 10.3389/fmicb.2023.1258775

In the published article, there was an error in Figure 3C as published. “Inverse Simpson

Index” plot is a duplication of the “ASV richness” plot. The corrected Figure 3 and its

caption appear below.

The authors apologize for this error and state that this does not change the scientific

conclusions of the article in any way. The original article has been updated.
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FIGURE 3

Diversity of the gut microbiome based on 16S rRNA gene amplicon analysis. (A) Species accumulation curve, determined at the level of ASVs. (B)

Principal coordinate analysis ordinations based on Bray–Curtis distances of the gut microbiota of rodents collected from three bioclimatic zone,

indicated by di�erent colored dots. (C) Observed ASV richness, Shannon diversity, and inverse Simpson diversity across bioclimate zones. (ANOVA, p

= 0.001; Tukey-HSD, p < 0.001). The threshold for significance is p = 0.05. The figure shows a black dot for the mean value and a colored region for

the median value.
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