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A Correction on

Isolation, phylogenetics, and characterization of a new PDCoV strain
that affects cellular gene expression in human cells

by Yang, X., Yin, H., Liu, M., Wang, X., Song, T., Song, A., Xi, Y., Zhang, T., Sun, Z,, Li, W., Niu, S.,

Zainab, F., Wang, C., Zhang, D., Wang, H., and Yang, B. (2025). Front. Microbiol. 16:1534907.
doi: 10.3389/fmicb.2025.1534907

There was a mistake in Figure 9 as published. The bands representing the PDCoV N
protein in interferon-related pathway and autophagy-related pathway were the same. This
error occurred while we rearranged Figure 9D in the final version by selecting the same
band of PDCoV N twice.

The corrected figure and its caption appear below.

The original version of this article has been updated.

Generative Al statement

Any alternative text (alt text) provided alongside figures in this article has been
generated by Frontiers with the support of artificial intelligence and reasonable efforts have
been made to ensure accuracy, including review by the authors wherever possible. If you
identify any issues, please contact us.

01 frontiersin.org


https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org/journals/microbiology#editorial-board
https://www.frontiersin.org/journals/microbiology#editorial-board
https://www.frontiersin.org/journals/microbiology#editorial-board
https://www.frontiersin.org/journals/microbiology#editorial-board
https://doi.org/10.3389/fmicb.2025.1646820
http://crossmark.crossref.org/dialog/?doi=10.3389/fmicb.2025.1646820&domain=pdf&date_stamp=2025-09-08
mailto:zdlucky2014@sina.com
mailto:wanghaidong@sxau.edu.cn
mailto:bo_yang@sxau.edu.cn
https://doi.org/10.3389/fmicb.2025.1646820
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/articles/10.3389/fmicb.2025.1646820/full
https://orcid.org/0009-0002-6855-1776
https://orcid.org/0009-0007-6134-4690
https://doi.org/10.3389/fmicb.2025.1534907
https://doi.org/10.3389/fmicb.2025.1534907
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org

Yang et al.

Publisher’s note

All claims expressed in this article are solely those of the
authors and do not necessarily represent those of their affiliated

Frontiers in Microbiology

02

10.3389/fmicb.2025.1646820

organizations, or those of the publisher, the editors and the
reviewers. Any product that may be evaluated in this article, or
claim that may be made by its manufacturer, is not guaranteed or
endorsed by the publisher.

frontiersin.org


https://doi.org/10.3389/fmicb.2025.1646820
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org

Yang et al. 10.3389/fmicb.2025.1646820

Legend

Node Label Font Size: Degree

T T T
10 123 235 348 46.0

Node Size: Degree

Downregulation

- RNA-seq - RNAseq

@
H

= qRT-PCR

= qRT-PCR

Expression fold change
s 2

o ¥
> > o >
C"O& ?50\ “@4} S§- v\vs &
B
Ferroptosis-Related Pathways Interferon-Related Pathways Autophagy-Related Pathways
Mock  PDCoV Mock  PDCoV Mock  PDCoV

GPX4 -17 kDa -84 kDa LC3-1 -18 kDa

-
leﬁ 84 kDa LC3 *-lékDa
ACSL4| s SN |75 kDa 55 kDa ATGS| M- - |55 D
e —
B
| —— |

-21 kDa

-52kDa PIRF3| - .55 kDa MENI| w— S—54 kDa

40kDa PDCOV-N --40 kDa Parkin| " ‘ -54KkDa
-42 kDa Pactin | D A |12 kDa PDCoV-N -_—
Bractin| S—_—_— 12 kD

XCT

PDCoV-N

B-actin -40 kDa

FIGURE 9

Interacting network of differentially expressed proteins. (A) PPl network of the DEGs. (B, C) PPl network of up-regulated and down-regulated DEGs
and RT-qPCR verified results. (D) The related protein expression level of ferroptosis, autophagy and immune response in the context of PDCoV
infection using western blotting. -actin was used as an internal reference. All PPI networks were based on STRING analysis. Each node represented
a protein, and each edge represented the interaction between proteins. The upregulated proteins are shown in red shadow, and the downregulated
proteins are shown in blue.
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