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A Correction on

Metagenomic insights reveal the differences in the community
composition and functional characteristics of the sea turtle
microbiomes based on host species and tissue region

by Dong, L., Du, Y., Qiu, F,, Zhang, M., Wang, X., Zhu, X., Yao, Y., Li, J., Ji, X, and Zhu, X. (2025).
Front. Microbiol. 16:1652229. doi: 10.3389/fmicb.2025.1652229

Reviewer Vanessa Maria Bachmann was erroneously listed as being affiliated with the
University of Haifa, Israel. The correct affiliation is University of Pavia, Italy.
The original version of this article has been updated.
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