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In the original article, the baboon image was inserted without the attribution to the author, Dr. Kenneth Chiou. The attribution of the image has now been inserted in Figure 3 and Figure 4, and reads:

Baboon image created by © Kenneth Chiou, in “Population genomics of a baboon hybrid zone in Zambia”, http://kennychiou.com/dissertation/#species.

The authors apologize for the omission and state that the current version does not change the scientific conclusions of the article in any way.

The original article has been updated.
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