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In the published article, there was an error in the equation for atomic fluctuations. A correction has been made to Methods, Calculations, Atomic fluctuations, paragraph 1. The corrected sentence appears below:
“For each structure, E1.Mg2+:SLN and E1.Mg2+, the atomic fluctuations, [image: image], were calculated from the 200 modes using:
[image: image]
”
The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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