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In the published article, there was an error in the caption for Figure 1. The column used
for size-exclusion chromatography was incorrectly stated. The corrected caption appears
below:

In the published article, there was an error. The column used for size-exclusion
chromatography was incorrectly stated. A correction has been made to Results,
Characterizing the Tau35 Conformation Ensemble by Small-Angle X-Ray Scattering,
paragraph 1. This sentence previously stated:

“The apparent molecular weights of the tau species in phosphate buffered saline (PBS)
were estimated from their elution volumes from a Superdex 200 10/300 column (Figure 1A)
in comparison to globular protein standards.”

The corrected sentence appears below:
“The apparent molecular weights of the tau species in phosphate buffered saline (PBS)

were estimated from their elution volumes from a HiLoad 26/600 Superdex 200 pg column
(Figure 1A) in comparison to globular protein standards.”

A second correction has been made to Experimental Procedures, Size-Exclusion
Chromatography Measurements. This sentence previously stated:

“Analytical SEC was carried out using a Superdex 200 10/300 GL column (Cytiva),
pre-calibrated using a gel filtration marker kit (WMGF200) based on globular
proteins.”

The corrected sentence appears below:
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“Analytical SEC was carried out using a HiLoad 26/
600 Superdex 200 pg column (Cytiva), pre-calibrated using a
gel filtration marker kit (WMGF200) based on globular
proteins.”

The authors apologize for this error and state that this does not
change the scientific conclusions of the article in any way. The
original article has been updated.
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FIGURE 1
Size-exclusion chromatography of recombinant tau species. Gel filtration (HiLoad 26/600 Superdex 200 pg column) of recombinant 2N4R tau,
2N3R tau, and Tau35. (A) Representative elution profiles showing apparent molecular weights calculated from the elution volumes (arrows) of each tau
species in comparison to a standard calibration curve. (B) Scatter plots showing the range of apparentmolecular weights determined for each tau species.
Bars indicate mean ± SD, n ≥ 8.
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