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A Corrigendum on 
6-Shogaol inhibits oxidative stress-induced rat vascular smooth muscle cell apoptosis by regulating OXR1-p53 axis
 by Liu J, Li B, Li W, Pan T, Diao Y and Wang F (2022). Front. Mol. Biosci. 9:808162. doi: 10.3389/fmolb.2022.808162


In the published article, there was an error in Figure 6 as published. The protein bands of reference GAPDH was used incorrectly in Figure 6A. The corrected Figure 6 and its caption “FIGURE 6. The regulation mechanism of p53 by OXR1. (A) The OXR1 can regulate the protein expression of p53. (B) A volcano plot showed that 275 proteins changed significantly (FDR < 0.05, S0 of 0.5), among which SKP1 was observed to change most notably with a 12.9-fold upregulation. (C) The Gene Ontology- (GO-) based pathways enrichment of the altered proteins after OXR1 depletion” appear below.
[image: Figure 6]FIGURE 6 | The regulation mechanism of p53 by OXR1. (A) The OXR1 can regulate the protein expression of p53. (B) A volcano plot showed that 275 proteins changed significantly (FDR < 0.05, S0 of 0.5), among which SKP1 was observed to change most notably with a 12.9-fold upregulation. (C) The Gene Ontology- (GO-) based pathways enrichment of the altered proteins after OXR1 depletion.
The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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