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CMTM6 as a candidate risk gene for cervical cancer: Comprehensive bioinformatics study
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In the published article, there was an error in Figure 6 as published. In Figure 6A, in the Western blot bands labeled “ERK” and “JNK,” the use of ERK was incorrect and caused an overlap. The corrected Figure 6 and its caption appear below.
[image: Figure 6]FIGURE 6 | Effect of inhibited MAPK signaling on CMTM6-regulated cell invasion and migration. (A, B) Western blotting showing the levels of MAPK-related proteins in each group. Data were normalized to the level of GAPDH. (C–F) Cell metastasis and migration were assessed using Transwell assays in which CMTM6 acted as an inhibitor of the MAPK signaling pathway. *p < 0.05; **p < 0.01; ***p < 0.001.
The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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