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Fluxes of calcium (Ca®t) across cell membranes enable fast cellular responses.
Calmodulin (CaM) senses local changes in Ca?t concentration and relays the
information to numerous interaction partners. The critical role of accurate Ca? ™ signaling
on cellular function is underscored by the fact that there are three independent CaM
genes (CALM1-3) in the human genome. All three genes are functional and encode
the exact same CaM protein. Moreover, CaM has a completely conserved amino acid
sequence across all vertebrates. Given this degree of conservation, it was long thought
that mutations in CaM were incompatible with life. It was therefore a big surprise when
the first CaM mutations in humans were identified six years ago. Today, more than a
dozen human CaM missense mutations have been described, all found in patients with
severe cardiac arrhythmias. Biochemical studies have demonstrated differential effects
on Ca?*t binding affinities for these CaM variants. Moreover, CaM regulation of central
cardiac ion channels is impaired, including the voltage-gated Ca?* channel, Cay1.2,
and the sarcoplasmic reticulum Ca?* release channel, ryanodine receptor isoform 2,
RyR2. Currently, no non-cardiac phenotypes have been described for CaM variant
carriers. However, sequencing of large human cohorts reveals a cumulative frequency
of additional rare CaM mutations that raise the possibility of CaM variants not exclusively
causing severe cardiac arrhythmias. Here, we provide an overview of the identified
CaM variants and their known consequences for target regulation and cardiac disease
phenotype. We discuss experimental data, patient genotypes and phenotypes as well
as which questions remain open to understand this complexity.
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INTRODUCTION

For generations, a large Swedish family presented with repeated episodes of syncope and cardiac
arrest in response to exercise or emotional stress. Several family members were diagnosed with the
inherited disorder catecholaminergic polymorphic ventricular tachycardia (CPVT), which is often
fatal due to a high risk of ventricular fibrillation and sudden cardiac death (SCD). Indeed, two of
the 13 affected individuals died from SCD, both at a young age. In 2012, we linked the disease
to a mutation in the gene CALM1, which encodes the calcium (Ca%™) sensor calmodulin (CaM)
(Nyegaard et al., 2012). The identification of a human CaM missense mutation came as a dramatic
surprise to the CaM research field; CaM is exceptionally conserved across species with all vertebrate

Abbreviations: AP, action potential; CaM, calmodulin; Cay, voltage-gated calcium channel; CDI, calcium-dependent
inactivation; CPV'T, catecholaminergic polymorphic ventricular tachycardia; IVE, idiopathic ventricular fibrillation; LQTS,
long QT syndrome; RyR2, ryanodine receptor isoform 2; SCD, sudden cardiac death; SR, sarcoplasmic reticulum.
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CALM genes encoding identical proteins, and human mutations
had not previously been reported. The slow evolution of
CaM emphasizes the strong selection pressure against even
minor changes in the protein sequence (Halling et al., 2016).
Further, CaM regulates more than 300 intracellular targets, each
interaction with unique facets of binding sites, Ca>*-dependency,
target affinity, and functionality (Shen et al., 2005; O’Connell
et al., 2010). With this versatility in mind, it was believed that
mutations in CaM could not be tolerated.

After our initial finding, a number of CaM mutations have
been identified in patients with severe cardiac arrhythmia
disorders involving recurrent syncope, ventricular fibrillation,
and in some instances SCD under adrenergic stimulation
(Table 1). The vast majority of these mutations are de novo
and carriers present with disease phenotypes early or very early
in childhood, in some cases even before birth. In addition
to CPVT, carriers suffer from long QT syndrome (LQTS),
and one individual was diagnosed with idiopathic ventricular
fibrillation (IVF). The link between CaM mutations and these
arrhythmias has primarily been attributed to impaired regulation
of the cardiac ryanodine receptor isoform 2 (RyR2), and the
cardiac L-type voltage gated Ca®* channel isoform 1.2 (Cay1.2)
(Table 1).

Since CaM is encoded by three active genes and expressed
in all cells, the CaM field is faced with intriguing questions and
paradoxes at the genetic and phenotypic level. First, how can a
single mutation in one of six CaM-encoding alleles dominantly
cause SCD? Second, how can identical missense mutations
cause LQTS in one patient and CPVT in another? Third, with
an increasing number of new rare CaM missense mutations
identified in sequencing databases of large human cohorts, could
there be other phenotypes associated with CaM mutations?
Improved understanding of the functional impact of CaM
mutations may enable predictions of the genotype-phenotype
relationship for variants in any of the three CALM genes.

In this review, we summarize and discuss the current
knowledge on CaM mutations and their impact on the regulation
of Cayl.2 and RyR2, and address the few studies that suggest
an involvement of other targets. Finally, we discuss the special
genetic context of CaM and the implications for future studies.

CaM, THE CELLULAR Ca2* SENSING
PROTEIN

Fast and compound changes in cytosolic Ca?™ concentration is
the foundation for a wide number of cellular responses, including
muscle contraction and neuronal firing (Clapham, 2007). Thus, at
rest, the cytosolic Ca?* concentration is maintained at ~100 nM,
but can rapidly increase to more than 100 LM, when Ca?*
channels open in the plasma membrane or in internal stores such
as the sarcoplasmic reticulum (SR). Detection of this steep change
in Ca®™ concentration depends on Ca2* binding proteins. CaM
is one of the major Ca?>* sensors that relay information on Ca?*
concentration to functionally modulate target proteins (known as
calmodulation). CaM is synthesized as a 149 amino acid protein,
however, the initiator Met residue is removed upon translation,

leaving 148 amino acid residues in the mature protein (Sasagawa
et al., 1982). This has led to some confusion in the numbering of
CaM variant positions. The Human Genome Variant Sequence
(HGVS) nomenclature (den Dunnen et al., 2016) recommends
to count the initiator Met as residue number 1, while the CaM
protein community tends to leave the residue out as it has no
functional role in the mature protein. Throughout this paper we
will use the HGVS nomenclature.

The structure of CaM reflects its refined Ca> ™ sensing abilities
(Kretsinger et al., 1986; Chattopadhyaya et al., 1992). CaM is
a 16.7 kDa protein consisting of two lobes connected by a
flexible and unstructured or a-helical linker (Figures 1A,B).
Each lobe has two EF-hands, which can each coordinate
one Ca’t ion (Figures 1A,B, gray spheres). The C-terminal
lobe of CaM binds Ca?" with six times higher affinity (Kp
2.5 pM) than the N-terminal lobe (Kp 16 pwM), allowing
CaM to sense Ca?T across a wide concentration range (Linse
et al., 1991; Sendergaard et al., 2015a). Hydrophobic patches
on the inside of each lobe recognize binding motifs on
interaction partners, and thereby facilitate CaM binding and
target regulation (Tidow and Nissen, 2013). Ca?" binding
to CaM and CaM binding to target proteins allosterically
affect the affinity of each other, and targets specifically
modulate the conformation of CaM. In this way, the small
CaM protein displays a plethora of binding and regulation
properties.

CaM CONSERVATION AND MUTATIONS

Despite the remarkable conservation of CaM, 26 cases of
arrhythmogenic mutations have now been identified in humans.
Their positions in CaM are indicated on a CaM structure in
Figure 1A and on the CaM sequence in Figure 1C. Strikingly,
the mutations are primarily found in the C-terminal lobe and
most affect residues involved in Ca?* coordination, dramatically
reducing Ca’>* affinity (Table 1). One interesting exemption
is the mutation initially identified in the large Swedish family,
CaM-Nb54I. This mutation is unique since it (1) resides in the
N-terminal lobe and (2) neither coordinates Ca>* nor is part of
the hydrophobic target binding patches. Biochemical and cellular
experiments have been employed to model and explain how CaM
mutations lead to arrhythmic phenotypes. The results from these
studies are discussed in the following.

CaM Mutations Disturb Heart Rhythm

The composite effect of CaM mutations on heart function has
been investigated using different experimental model systems.
In zebrafish, the CaM-N541 and -N98S mutations caused
increased heart rate upon P-adrenergic stimulation, which is
in line with the CPVT phenotype observed for patients with
these mutations (Sendergaard et al, 2015a). Similarly, the
LQTS-mutation D130G increased zebrafish heart rate (Berchtold
etal., 2016). In cultures of ventricular cardiomyocytes, expression
of LQTS-associated CaM mutations leads to prolonged action
potentials (APs), in some cases spilling over to the next
stimulation and causing alternans (Limpitikul et al., 2014, 2017;

Frontiers in Molecular Neuroscience | www.frontiersin.org

November 2018 | Volume 11 | Article 396


https://www.frontiersin.org/journals/molecular-neuroscience/
https://www.frontiersin.org/
https://www.frontiersin.org/journals/molecular-neuroscience#articles

Human Calmodulin Mutations

Jensen et al.

(penupuoD)
o— 059 +  SLOT+IADD SATYD dSELD  d9EtD
o— 62k + oS1OT  SWTYO Heekd Hrela
o1 ot 4G'€9 + ySLOT  LNTYO ALELd  AZELd
1 1 N + ,SLOT  ZWIYO HIELd Hzelkd
o 0622 +  oSLOT+1AD awTvo 3leld  3zeka
+ SIO1  aWIvo A6zkd  AOELd
SLOT  eNTVD
u—/dt at bb/a—/w?t bt bt sM/nat s— wt Jpacunyed st dp—/w80  dwpdEG—9EE + S1OT  ewTIvO ©ezid Doeka
pSLOT  LATYO
pSLOT LAY
+ (81O IWTYO WR0LT VS0
ot 6— 6— 6— p— 656°0 56'C - BIADD  EWTVO AZOLY  ASOLY
SLOT+ IADD ZWTYO
du— a—/ot  ba—/lowe?  bdu— p¥/au— /st b W bdy— bd 07 —E'€ + S1OT 2NTYDO SZBN S86N
SSIOT  SWTVO
elAdD  LNTYO
o o£'8 + oSIOT  ZWTVD 126N 186N
dwp9Ch
u—/at at/e—  bpa—/wt  pal/ ot abe—t Must s— paginyed spl dp—/we0 —g'LL + pSLOT  aWTYO ASBA  A96Q
+ oSIOT  EWTVYO HS6A  HI9BA
of ot ot ot ot o8’k €8 - @A LANTYO Tlesd 1064
,pagunuad
u—/at bt a—/lowst  ad/b — bad s6— b Aibuons s— b/ 2 L bd—/60 - elAdD  LATYO  1ESN 7SN
R NN L e b
€y ¢ s Y I . ﬂm. R
n»«m h&
[+ze0] [+ze0] [+ze0] [+ze0] [+ze0]
ybBiH 9jeipawLlu| Mo ybiH mon (1a2)
uoleAnoeul juswiulesjua  uonelnp (+z80 ainie|d
uonqiyun 24Ay o} juspuadap uolbai|p olespeay juaisues] [epuajod abueyd pjoj- abueyd pjoj-Sa}eUIPI00D) NeD -uswou
|ouueyd Buipuiq Weo +z80  O1Buipuig ysyeigez . eD uonoy 2qo|-N 9y 2qo-D 9y  puey-j43 sisoubeiq ausn aineN SADH
A%
NI>I uo 10943 uo 10943 1099 jeaq UeaH 1099 :_Ouo‘_u Neo sjualjed uoneinw e

‘uolrenBel jebe) se [lom se Buipuiq 1ebiey pue | BD 1004e SUoKEINW NED olusboyred | 1 319VL

November 2018 | Volume 11 | Article 396

Frontiers in Molecular Neuroscience | www.frontiersin.org


https://www.frontiersin.org/journals/molecular-neuroscience/
https://www.frontiersin.org/
https://www.frontiersin.org/journals/molecular-neuroscience#articles

Jensen et al. Human Calmodulin Mutations

53 % g‘é R Gomez-Hurtado et al., 2016; Yamamoto et al., 2017). Moreover,
< x kS ILSSSR aM- was associated with early after-depolarizations
c ¥ 3585885 CaM-D96V ted with early after-depolarizat
= @© £ T T < . .
Io N Bogrcong (Gomez-Hurtado et al., 2016). Imaging of Ca?* fluxes during
e 2 El e S s % = T electrical pacing of cardiomyocytes demonstrated dysregulated
£2 3r S % §oT82 Ca%* concentration in cells expressing LQTS-associated CaM-
8 < =3 . . .
g 2 g“g = § -g,§ 38 »1% S D96V, -D130G, -F142L, and in particular the CPVT-mutation
c 2= 3 3 T
= E =5 S88% 5 N541 showed Ca®* overload, Ca®* reuptake errors, or alternans
g _ T pfsess3 (Limpitikul et al., 2014, 2017; Yin et al., 2014).
~ T © . .
% 2 :Gm 1 o 4 ‘g g 9 % < é Cay1.2 and RyR2 are the two major Ca?t channels involved
Q I © . . . s
S -9 N 53 o9 25 < in Ca’* handling in the heart. Both channels are essential for
v S = . . . . . .
E ed £29%82 stimulating - and importantly, terminating - heart contraction.
[SIRS) 9] . . . .
u 5% g LN % E © % 5 Briefly, APs stimulate the opening of Cay1.2 in the sarcolemma.
2, 8 ° §§ %%{E gg This allows Ca?T to enter the cell. The resulting increase in
= < . . . .
g fp2 O-’E § N cytosolic Ca?™ stimulates opening of RyR2, thereby releasing
£ L9258~ : .
= - T ggg S % s 2 large amounts of Ca?" from the SR which ultimately leads
S E“ig 9 7 go* = 8 to heart contraction (Sorensen et al, 2013). CaM binds to
~ T = .. .
= BN émég EsN¢ S both Cay1.2 and RyR2 and is important for the precise and
S e . . . .
2§ . §3 § § S £ timely gating of the channels in response to changes in Ca?*
& g _§ = - 3 g q%’ S353 Gg) NS concentration. Generally, CPVT is an SR Ca?T handling disease,
o § 5 Q N g~ § E T3 &R most often caused by RyR2 mutations, whereas LQTS involves
[0 ) q o . .
Sa | o © £ % g3 % s g5 dysregulation of ion-fluxes across the sarcolemma, e.g., Ca?* flux
2= | B é T2Ls J 25 o disturbances caused by mutations in Cay1.2 (Landstrom et al,
& O Setf3s83
e = o Q 2 % c @ - .
£ 852 85S 33 Impaired Regulation of CaV1.2
g3 £8§8g¢wer . . N
= N g - s ;5 % CaM is tethered to the intracellular C-terminal tail of Cay1.2 and
5 i 8 22838LZ2°  functions as a Ca** sensor to stimulate channel closure when
e - E S i §§ IS E Ca®" has entered the cell, a process termed calcium-dependent
@ S3°. T % . S
% 4 ,§ E o $§ §§ §®§ b inactivation (CDI) (Brehm and Eckert, 1978; Peterson et al.,
- = = = ~ < . .
3 3§58 3 LS é 3858 1999). Reduction of CDI was observed for several LQTS-causing
= s . . .
§ il = i85 ;:i;vEC CaM mutations, including D132H, D132V, and E141G (Boczek
T cE§ é $ § §§ 3 g N et al., 2016; Pipilas et al., 2016), whereas CDI was completely
R > £e B . .
£S8F g f§ossol? & absent for LQTS-associated CaM mutations D96V, D130G, and
= S - . . . .
<23 §52% §°. 85  F142L in HEK293 cells and adult guinea pig cardiomyocytes
) < S S o
o E o E gg § S = (Limpitikul et al., 2014). The CaM-N98S mutation is special in
[C3e)) @ N < . . . .
-3 . 2 % e+ 2 < <5 thesense that carriers display either CPVT or LQTS arrhythmias
- « S o)) © . . .
z E ©Q 3 g S8 8% EE or both. Expression of this mutant slightly reduces CDI of
-~ 3 . . .
5 M) S % S g§ § 52 Cay1.2, whereas the strictly CPVT-causing mutation CaM-N541
] : §§§§) 68 85 showed no effect (Limpitikul et al., 2014; Yamamoto et al.,
o B 2 ek — 0O ~=
£ 2 o SSsgfigs 207
<R} o =1 < = =
° < £ o ) SPIFEU-. O
= o o S0 g Q- o -
= ;;% = & |(8§cSfese S Effects of CaM Mutations on RyR2
9 = [} . . . . .
S T ¥ 8 2 ENS s s < g RyR2 opening is normally stimulated by the increase in Ca?™
(%) © . . .
o % - 8 gi\jg% 55 upon Cay1.2 opening. In response to the dramatic increase
c c I 3 N . . . .
ssl + £5 25 8=€5 in cytoplasmic Ca?T concentration (and the drop in SR
T 5 s 9 . .
t §8 § o2 sal S luminal Ca?T concentration), RyR2 closes. CaM acts as a
. S B {% ° g ;g ’@g gatekeeper, by modulating the open state probability of RyR2
§ o Hon D % 3@ SN 83 in response to changes in the Ca’' concentration (Fabiato,
2 ® 9199239 55852835 1985; Xu and Meissner, 2004). Here, we have compiled the
-% o E E €258 £ diverse experimental approaches used to evaluate whether
- | = = = 2 0 < @ . . .
o ] S/sss58 S8 %g §_§ S CaM mutations affect RyR2 regulation under different Ca?t
3 $ T/ 333 |8882<725 ions (Table 1). The resul ixed and i
o S 3| 3333 22¢ 5 ST\; @@ concentrations (Table 1). e results are mixed and In some
= g - g g % g § g ;: EQT cases contradictory. The CPVT-associated CaM mutations, N541,
8 S 53 3 ¥ T4SEo L= o N98S, and A103V, all showed an increased level of RyR2
E ‘é = Lo - - k) é S 33 ’§ 5= opening, that is, decreased inhibition by CaM (Hwang et al,
u & 058 g § %é% g % 589 2014; Sendergaard et al.,, 2015b; Gomez-Hurtado et al., 2016).
2 = C58 3 S 29358858 : :
Flo Ics i o I 5252048  These results suggest that the molecular disease mechanism for

Frontiers in Molecular Neuroscience | www.frontiersin.org 4 November 2018 | Volume 11 | Article 396


https://www.frontiersin.org/journals/molecular-neuroscience/
https://www.frontiersin.org/
https://www.frontiersin.org/journals/molecular-neuroscience#articles

Human Calmodulin Mutations

Jensen et al.

"UONE||UQI JB|nNDLIUBA Dlyredolp! YA BwoipuAs 1 Buo| ‘S10D7 ‘eipseokyoe) Jejnoujusa olydiowAod olbieulure|oyosred | AdD (Uopod dois ainyewsaid

10 JIYs-oulel)) SSOJO B JO ‘(UoNBlep) Use|s e ‘siolo| Ag UMoys aJe SjueleA ploe oujwy adAjousyd umouy| B INOYIM QyaWIoUL) Ul paAISSHO SUOIBIIBA Sja|[e [ENPIAIPUI e 80uanbas 8yl mojeq sojoilo Aelb yeq
"adAjousyd esessip ey} Buedipul 1000 Ypm ‘seousnbes ey eAoge sejolio Ag pepeoipul eJe sjueLeA uewny dlusBowuyAyLe paysidnd "UOIBUIPIo0D .0 Ul sjedioied umoiq ul papybiybly senpisey *| enpisel se
JON-IOYeIIUl 8U} Yim uiejoid pajejsues) ayy se pakedsip ‘seush jy 7y UBWINy 98y} 8y} JO YOES Ul sUOEINW JO MaIBnQ (D) (9102 “'[e 18 ¥e7) SlenpIAIpUl ZE9'8E | WOl Saf8|le 79€"/ /2 Sepnjoul ywouy) aseqelep
QyWwoun 8y} Ul pajeInul punoy aJe uolyeluasaldes 3ois Aeb suep ul umoys senpisal NeD (8) (2661 e 1o eAeAypedoneyD) (T1D} :9dd) TOWAJ Ul paziensiA Sem ainjonis a8y ‘Peledipul Se S107 PUe JADD

JO UOIBUIGUIOD B 10 YA| ‘S1OT LADD UHM pereloosse aie Aoy aleym ‘siueied elliyifylie Oeped uj peyeinuw ele uolejusseldel YoNs pue Jojod ul pelybiybly senpisey "seis Bulpulq . ;e0 Jnoj Buiessush ‘(seseyds
Aelf) uor . ;BD B ©1eUIPIO0D UBD UOES YOIYM ‘SpUBY-43 OM} Sey 8d0| Yoes JsMul| [edljey-» 8|qixal} & Aq pe1osuuod seqoj omy sey ugglold (D) unpowied ey (y) ‘suoneinuw unpowied uewny | 1 34noid

43 €43 243 T43

» = R

@naniwaon m<mhmzcodwm§>54-f- [ | -w-v_-u__._mnzmxu_m,q 10331700V
or 0¢ EWTVO

x<._,ﬂ_20>u_ m>“/ “ '

= <mm_Emn>mmo:xmo§§>15-<<-_'o- -u_>mn_<mm_mmmwo+ox§xm<z<ﬁ._uimu_-
o

ozh 001 08

hd ® o ®

AININADT3VILINODTISHNALD T @9@xd4154Y3%43v 10331 10QYIW
ov 0e ZWIVD

x<F§§c>m-w>-> ww_ <m_m_Emo>m”ﬂ_e._v_mw._z§>:m._-<<-_ oo v_-u_>¢m<mm_mmmmo+ov_§xm<§§:u_-n_u_-
orl 0ch [o] 08

¥ L. 4 s »

MY LNWOA 4 .m_>-> <mE_smo>muﬂ_n»._xmo._z.§>:m._-<<-_lo- -v_-“_>mn_<mm_mmmwo+ox§v_m<§§.ﬁ_u- 4@ @A3ININADT13VILINOD TSHNA LD TEN LI 1 D w-v_-u__._mm,qmv_n_m,\_cmmk._onzz

L ‘ ozt G 00 m._u 08 ‘ or 0z IWIVD

940J-D 9qO|-N 940|-D 9qOI-N

(adAjouayd umoudjun)
aseqeiep gywous @

4N O \
1AdD 'S101 @ N 9 - VA \ \
5101 @ A‘ 2\
1ndD @ o T,

> e |

November 2018 | Volume 11 | Article 396

Frontiers in Molecular Neuroscience | www.frontiersin.org


https://www.frontiersin.org/journals/molecular-neuroscience/
https://www.frontiersin.org/
https://www.frontiersin.org/journals/molecular-neuroscience#articles

Jensen et al.

Human Calmodulin Mutations

the CPVT-causing CaM mutations is dysregulation of cardiac
SR Ca?" release, in line with CPVT-causing mutations in
RyR2.

Surprisingly, LQTS-associated CaM mutations also caused
differences in RyR2 binding and regulation (Hwang et al., 2014;
Sendergaard et al., 2015b; Vassilakopoulou et al., 2015). However,
in particular at low Ca?* concentrations, the data are somewhat
contradictory (Table 1). Curiously, CaM-F142L showed an
increased binding affinity toward RyR2 in the apo-form, as well
as an increased inhibitory effect on RyR2 in some assays, an effect
opposite of all other CaM mutants analyzed (Sondergaard et al.,
2017).

Other Suggested and Potential Targets
Although mutations in Cay1.2 can lead to LQTS, most cases
of LQTS can be attributed to mutations in genes encoding
the voltage-gated Kt channels Ky7.1 (KCNQI) and Ky1l.1
(KCNH?2), as well as the voltage-gated Na™ channel Nayl1.5
(SCN5A) (Modell and Lehmann, 2006). Although regulated
by CaM, no clear effects of CaM mutations have been
observed on Nayl.5 (Yin et al., 2014; Boczek et al., 2016;
Rocchetti et al., 2017). Ky7.1 utilizes CaM as a sensor of
Ca’t to stimulate opening (Ghosh et al, 2006). Whereas
CaM-F142L did not show any effect on Ky7.1 current (Iks)
(Rocchetti et al, 2017), CaM-N98S significantly shifted the
half-activation of Ky7.1 (Sun and MacKinnon, 2017). Further,
the small-conductance Ca2*-activated KT (SK) channel was
decreased by several CaM mutations (Yu et al,, 2016). Although
SK channels play a minor role in ventricular myocytes,
they are expressed in atrial myocytes, and interestingly,
widely expressed in the nervous system where they play
a major role in synaptic transmission (Adelman et al,
2012).

Ca2+/CaM—dependent kinase II (CaMKII) regulates a wide
number of pathways and protein targets, but no significant effects
were observed on CaMKII with either of the CaM variants N54I,
D96V, N98S, D130G, or F142L (Hwang et al.,, 2014; Berchtold
etal., 2016).

Although current literature suggests that Ca?* channels are
the main targets affected by CaM mutations, we hypothesize
that other ion channels and potentially other signaling proteins
may also be dysregulated if tested in greater detail. But how can
one predict which targets are likely affected by CaM mutations?
We believe that the Ca?*-dependency of target binding plays
an important role. That is, proteins that bind to both the
apo- and the Ca’T-form of CaM may be more sensitive to
mutations in CaM than targets that only bind the Ca?*-form.
Thus, CaM mutations may exert a dominant effect in cases
where CaM remains associated with its target when the cell is at
rest.

IMPLICATIONS OF THE GENETIC
ARCHITECTURE OF CALM GENES

In humans, CaM is encoded by three different and independent
loci; on chromosome 2 (CALM?2), 14 (CALM1), and 19 (CALM3).

Although there are differences in the genomic sequence, the three
different transcripts are translated into the exact same protein
(Fischer et al., 1988). During the last six years (2012-2018),
26 cases of pathogenic mutations in CaM have been reported,
and all three CALM genes are now established major genes for
both CPVT and LQTS (Table 1). All identified pathogenic CaM
mutations cluster in the C-lobe, except the CPVT-causing variant
N54I. Interestingly, this is the mutation with the mildest effect on
biophysical parameters of CaM, including Ca?* binding affinity.
It is also the only variant found in a large family. Further, all
LQTS-causing CaM mutations strongly reduce the C-lobe Ca?*
affinity, and, except for the F142L mutation, are all located in
Ca%*-coordinating residues. This suggests that CaM mutations
that strongly affect C-lobe Ca? affinity lead to LQTS (Table 1).

To date, there are more published cases of pathogenic
mutations in CALM1 (11) and CALM2 (11) compared to CALM3
(4). This could either reflect that the first published mutations
were found in CALM1 and CALM2 and thus these two genes were
included in genetic screening panels before CALM3. Or, it may
be due to some subtle functional differences between the three
genes. Quantitative PCR have shown that the three genes are not
expressed at equal levels in cardiomyocytes, but the relative levels
are not clear: whereas one study found higher levels of CALM3
transcripts in human hearts (Crotti et al., 2013), the CALMI
transcript was the most abundant in human stem cell-derived
cardiomyocytes (Rocchetti et al., 2017).

As the number of published pathogenic CaM mutations
has increased, several conclusions about genotype-phenotype
relationships begin to form. Of particular interest is the
CaM-D130G mutation, which has been identified in four
unrelated individuals; two carrying the mutation in CALM]I,
one in CALM2, and one in CALM3, and all four suffering from
LQTS. Similarly, the CaM-F142L mutation was found in both
CALMI and CALM3, and all carriers suffered from LQTS. These
observations imply that the amino acid position and type of
change is important for the phenotype, and not the genetic
origin of the transcript (CALM1, —2, or —3). One intriguing
observation does, however, challenge this simple genotype-
phenotype conclusion. The CaM-N98S mutation was found in
CALM1I in one individual, and in three other individuals in
CALM?2. Interestingly, these four patients present with different
phenotypes — either CPVT or LQTS or both - suggesting that
we still do not fully understand the underlying mechanisms
determining the disease phenotype. These may involve other
genomic variants able to shape the phenotype, complex protein
regulatory effects, or environmental factors.

Since the protein products from all CALM genes are
identical, it is tempting to speculate if a deletion of one allele
(equivalent to a loss-of-function mutation) is less pathogenic
than missense mutations. This idea immediately poses a
therapeutic solution to patients carrying a CaM missense
mutation, for example using the CRISPR/Cas9 technology to
delete the pathogenic allele. Two studies specifically silenced the
mutated CaM allele in patient-derived pluripotent stem cells
differentiated into cardiomyocytes. Here, the CaM-D130G and -
N98S mutations were silenced in CALM?2 with a partial or almost
full restoration of Cayl.2 regulation (Limpitikul et al., 2017;
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Yamamoto et al., 2017). These experiments are proof-of-principle
that removal of the diseased allele may be a therapeutic solution.
Also, these studies suggest that potential frameshift mutations
causing premature stop codons or protein degradation may not
be as detrimental as missense mutations. It still needs to be
determined, however, if individuals carrying a loss-of-function
mutation in a CALM gene are in fact unaffected from disease.
Interestingly, a large exome sequencing study [Exome Aggregate
Consortium (ExAC)] (Lek et al., 2016), found that CALM]1 and
CALM? are intolerant to loss-of-function mutations (pLI = 0.89
and 0.86 respectively).

DIGGING DEEPER MAY REVEAL A
BROADER IMPACT

Given the ubiquitous role of CaM, it is striking that all mutations
identified are associated with a strong cardiac phenotype. We
speculate whether these cases were discovered because of their
unusual severity and because cardiologists and geneticists have
specifically screened for CALM mutations in populations with
cardiac disorders. Looking for CaM mutations in other patient
groups may reveal new aspects and consequences of these
mutations.

In a database containing variants from a large sequencing
effort of almost 140,000 individuals (GnomAD, Lek et al,
2016), additional rare CaM missense mutations are reported
(Figures 1B,C, gray residues and circles). The number of coding
variants for all three genes is much lower than expected by
chance. However, the cumulative frequency of additional rare
CaM mutations suggests that CaM variants do not exclusively
cause severe cardiac arrhythmias. At present, there is no overlap
between variants identified in GnomAD (database variants)
and the published pathogenic mutations. Further, the GnomAD
missense variants are distributed throughout the entire protein,
and more evenly distributed on the three CALM genes (9,
9, and 12 mutations in CALMI, —2, and —3, respectively),
compared to the arrhythmogenic CaM variants. Also, all
GnomAD variants except two, fall outside Ca®*-coordinating
residues. Taken together, we therefore speculate that some of
these uncharacterized variants are associated with unknown traits
not involving cardiac arrhythmia. Sequencing results from large
cohorts with known phenotypes are required to confirm this
hypothesis.

We propose that studies of tissues other than cardiac are
warranted for future research on the effects of CaM mutations.
In particular, CaM expression is high in excitable neuronal cells.
Also Cay1.2 is widely expressed in neuronal tissues. Here, Cay 1.2
plays a role in cellular firing as well as in gene regulation, and
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