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A Corrigendum on
 Characterizing Adult Cochlear Supporting Cell Transcriptional Diversity Using Single-Cell RNA-Seq: Validation in the Adult Mouse and Translational Implications for the Adult Human Cochlea

by Hoa, M., Olszewski, R., Li, X., Taukulis, I., Gu, S., DeTorres, A., et al. (2020). Front. Mol. Neurosci. 13:13. doi: 10.3389/fnmol.2020.00013



In the original article, there was a mistake in the Supplementary Material file “Data_Sheet_2_Characterizing Adult Cochlear Supporting Cell Transcriptional Diversity Using Single-Cell RNA-Seq_Validation in the Adult Mouse and Tran,” which contains Supplemental Figures S14 to S24, where the p-value appeared to be greater than 1 in some cases. This was due to a multiplier being cut off from the column display. In cases, where the p-value is 0.0 this indicates that the p-value <0.0001.

The authors apologize for this error and this does not change the scientific conclusions of the article in any way. The original supplementary material has been updated.

Copyright © 2021 Hoa, Olszewski, Li, Taukulis, Gu, DeTorres, Lopez, Linthicum, Ishiyama, Martin, Morell and Kelley. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.
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