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A corrigendum on
 Exploring the interaction between T-cell antigen receptor-related genes and MAPT or ACHE using integrated bioinformatics analysis

by Guo, W., Gou, X., Yu, L., Zhang, Q., Yang, P., Pang, M., Pang, X., Pang, C., Wei, Y., and Zhang, X. (2023). Front. Neurol. 14:1129470. doi: 10.3389/fneur.2023.1129470




In the published article, an author name was incorrectly written as “Yanyun Wei.” The correct spelling is “Yanyu Wei.”

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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