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Dietary supplementation with N-acetylcysteine confers a protective effect on muscle and liver in lipopolysaccharide-challenged piglets
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N-acetylcysteine (NAC) is a well-established antioxidant that offers exciting opportunities for intestinal health in weaned piglets, while the effects of NAC on muscle and liver has not been fully characterized. Therefore, the present study was performed to investigate the effects of dietary supplementation with NAC on muscle and liver in weaned piglets challenged with lipopolysaccharide (LPS). Twenty-four piglets (24-day-old) were randomly assigned to three treatment groups, the piglets in the control (CTR) and LPS- challenged (LPS) groups were fed the basal diet and those in the LPS+ NAC group was fed the basal diet supplemented with 500 mg/kg NAC. The animal trial lasted for 21 days. At the end of the trial, piglets in the LPS and LPS+ NAC groups were injected intraperitoneally with LPS (100 μg/kg body weight) and piglets in the CTR group were administrated with an equal volume of normal saline. 3 h later, the blood was collected and tissue samples were obtained after 6 h of LPS or normal saline treatment. The results showed that the level of IL-1β, and the mRNA levels of C-X-C motif chemokine receptor 3 (CXCR3) and interferon-γ (IFN-γ) in the liver were up-regulated, and the mRNA levels of insulin-like growth factor 1 (IGF-1), total glutathione (T-GSH), and the ratio of total protein to DNA in the liver were decreased under LPS challenge (P < 0.05). At the same time, LPS increased the level of H2O2 and decreased the content of T-GSH and DNA in the longissimus dorsi and gastrocnemius muscles (P < 0.05). In addition, the percentage of monocytes and the level of epidermal growth factor (EGF) were down-regulated in the LPS treatment (P < 0.05). Interestingly, dietary NAC supplementation reversed the above changes induced by LPS (P < 0.05). Furthermore, NAC might alleviate the muscle and liver injury in LPS-challenged piglets by regulating the expression of genes related to the type I interferon signaling pathway, as well as hypoxia inducible factor 1 (HIF1) and nuclear factor erythroid-2 related factor 2 (Nrf-2). Our findings suggested that dietary supplementation with NAC could benefit the health of muscle and liver in LPS-challenged weaned piglets.
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1 Introduction

Newly weaned piglets were sensitive to a variety of stressors, which provided an opportunity for the development of weaning syndrome. The immunity of piglets under stress were weak and therefore insufficient to defend against infection by pathogenic microorganisms (1, 2). In addition, the prohibition of antibiotics in feeds also offered an opportunity for the proliferation of pathogenic microorganisms in the gastrointestinal tract of piglets (3). Some pathogenic microorganisms colonized the intestine and secreted perforins or endotoxins to impair the intestinal barrier, and the injured intestine opened the door for bacterial translocation (4). Pathogens and viruses were translocated to various tissues through the bloodstream, causing tissue injury and inflammation (4). Lipopolysaccharide (LPS), a component of the cell wall of Gram-negative bacteria, promoted the secretion of pro-inflammatory cytokines, such as IL-1β, IL-6, and TNF-α (36). In addition, LPS increased the levels of superoxide anion and oxygen free radicals, these pro-inflammatory factors and oxygen free radicals were detrimental to the intestine, liver and muscle (5, 6). Inflammation and oxidative stress not only cause the deterioration of meat quality, but also result in the increase of mortality. This will ultimately negatively affect the production performance of piglets and the economic benefits of breeding enterprises. At present, the nutrient intervention is considered to be an effective measure to alleviate weaning stress and improve production performance and health of piglets.

N-acetylcysteine (NAC) is a precursor of L-cysteine and glutathione and was readily absorbed by intestinal epithelial cells (13). The absorbed NAC was transported with the blood to the liver and converted to L-cysteine. Then, L-cysteine was further converted to glutathione (8). Additionally, the ability of NAC to neutralize oxygen radicals and superoxide anions was facilitated by the sulfhydryl group (-SH) in its molecular structure (9). Studies demonstrated that dietary supplementation with NAC contributed to intestinal absorption, barrier and antioxidant function in piglets (10) and that NAC also attenuated LPS-induced inflammatory responses in piglets (11). Our previous study suggested that the growth performance was not affected by dietary supplementary with NAC, interestingly, NAC alleviated LPS-induced intestinal injury in piglets by regulating multiple signaling pathways involving EGFR, PI3K-Akt-mTOR, TLR4-NF-κB, and type I interferon signaling pathways (12). It is generally established that intestine is the main place for the digestion and absorption of nutrients, and it is also the largest immune organ of the body. We hypothesized that NAC helped the intestine, which would further improve the health of other organs, for instance, liver and muscles of the piglets. And our previous study has provided guidance in the general direction (11, 12). However, the effects of NAC on liver and muscle of piglet have not been fully characterized.

We believed it would be interesting to study the effects of NAC on the liver and muscles. This work might provide more comprehensive information on the application of NAC in improving health of piglet and its meat quality in the future. Hence, in the present study, an LPS-stimulated model was used to challenge the liver and muscles of piglets, and the effects of NAC on the muscle and liver of piglets were investigated.



2 Materials and methods


2.1 Animals and experimental design

The animal experiment was carried out at Wuhan Polytechnic University, and the animal use protocol was approved by the Animal Care and Use Committee of Hubei Province, and the animal welfare number was WPU202005001. Twenty-four healthy male crossbred piglets of the same genetic background (Durc × Landrace × Yorkshire) were weaned at 21 ± 2 days of age and then scheduled for a 3-day acclimation period. Afterwards, all piglets were weighed and assigned to three treatment groups according to uniform average body weights of each treatment group (BW, 5.03 ± 0.59 kg). Piglets in the control and LPS groups were fed a basal diet formulated to meet the nutritional requirements of piglets as described in the National Research Council (NRC- 2012). The formulation and nutrient levels of the diets are described in Table 1. The diet of LPS+ NAC group was supplemented with 500 mg/kg NAC (Sigma Chemical Inc., St. Louis, MO, USA, purity > 99%) in the basal diet. The feeding trial lasted for 21 days. At the end of the trial, piglets in the LPS and LPS+ NAC groups were injected intraperitoneally with LPS (E. coli serotype 055: B5; Sigma Chemical Inc., St. Louis, MO, USA) at the dose of 100 μg/kg BW and the control group received the same volume of normal saline. Blood was collected from the jugular vein 3 h later, and all pigs were anesthetized by intramuscular injection of sodium pentobarbital (50 mg/kg BW) 6 h after LPS or saline injection. All piglets were then slaughtered and muscle and liver samples were harvested within 15 min following the protocol described by Hou et al. (13). Briefly, the abdominal cavity of the anesthetized and euthanized piglets was opened, the liver was harvested and the tip of the right hepatic lobule was collected. A ~2 cm2 longissimus dorsi was obtained from the left side of the pig at 5 cm of the dorsal midline of the 3rd to 4th reciprocal rib spacing. A ~2 cm2 gastrocnemius was collected from the dorsal end of the lower end of the femur to the apex of the calcaneus. The liver and muscles were collected and cut up with scissors on the ice, frozen in liquid nitrogen, and transferred to the refrigerator for storage at −80°C. The roadmap of the trial is depicted in Figure 1. During the feeding trial, all piglets were housed individually in stainless steel metabolic cages (1.20 × 1.10 m2) with free access to water and food. The room temperature was maintained at 25 ± 2°C, and q 24-hour lighting schedule was implemented.


TABLE 1 Dietary formulations and nutrient levels of basal diets (airdry basis).
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FIGURE 1
 The operation progress of animal trial. The piglets were raised for 21 days, the LPS and normal saline were injected intraperitoneally at the end of feeding trial. Three hours later, the blood was harvested from the jugular vein, and then the liver and muscle were collected 6 h later.




2.2 Blood biochemical parameters and hormones

Blood was collected from the jugular vein and analyzed using an automated blood cell analyzer (Siemens ADVIA® 2120i, Germany) to determine the white blood cell count and, the percentage of neutrophils, lymphocytes, and monocytes. The plasma was obtained by centrifuging the blood at 3,500 × g and 4°C for 10 min and was stored at −80°C for further use. The levels of γ-glutamyl transferase (GGT) and glucose (GLU) was measured using an automated biochemical analyzer (HITACHI 7020, Japan). The levels of glucagon, epidermal growth factor (EGF), and insulin C-peptide (C-P) were measured using radio-immunoassay kits purchased from Beijing SINO-UK Institute of Biological Technology, Beijing, China, with a detection coefficient of variation of < 10%.



2.3 Growth-related parameters, antioxidant enzymes, and oxidative products

0.1 g of frozen liver and muscle tissue were weighed and placed into a 2 mL clean RNA-free polystyrene tube. Then, 900 μL of pre-cooled normal saline was added and mixed evenly on ice with a homogenizer until no obvious graininess was present. The mixture was then centrifuged at 3,500 × g and 4°C for 15 min, and the supernatant was separated and frozen at −20°C for later use. TRI reagent-DNA and RNA isolation reagent were used to extract DNA and RNA from the longissimus dorsi, gastrocnemius and liver. A colorimetric method was used to determine their concentrations (14), using a kit purchased from Nanjing Jiancheng Institute of Biological Engineering, Jiangsu, China. Total protein (TP) levels in the longissimus dorsi, gastrocnemius, and liver were measured using kits from the same manufacturer. The ratios of RNA to DNA and TP to DNA were calculated. The levels of glutathione peroxidase (GSH-px), total superoxide dismutase (T-SOD), catalase (CAT), H2O2, and malondialdehyde (MDA) in the longissimus dorsi and gastrocnemius were measured according to the protocol of kits purchased from Nanjing Jiancheng Institute of Biological Engineering, Jiangsu, China.



2.4 The levels of IL-1β, IGF-1, and PGE-2 in the liver

The liver tissue homogenate was prepared using the method described above. The levels of insulin-like growth factor 1 (IGF-1) and prostaglandin E2 (PGE-2) in the liver were then analyzed using commercially available 125I kits purchased from the Beijing SINO-UK Institute of Biological Technology, Beijing, China. The coefficient of variation for the detection of IGF-1 and PGE-2 was < 15%. The content of IL-1β in the liver was measured using an ELISA kit purchased from RD Systems, Quantikine, USA. The level of total protein in the liver was determined according to the protocol of kits purchased from Nanjing Jiancheng Institute of Biological Engineering, Jiangsu, China. And then, the levels of IL-1β, IGF-1, and PGE-2 were presented based on the measured levels divided by the total protein.



2.5 The levels of total GSH and cysteine in the liver and muscle

The sample preparation and pre-treatment method described by Yi et al. (12) was used, and the levels of total GSH and cysteine were measured using the high-performance liquid chromatography (HPLC) method described in a previous study (15). Briefly, 0.05 g of frozen longissimus dorsi, gastrocnemius and liver were homogenized with 1.5 mL of homogenization buffer. The mixture was then transferred into a clean 15 mL polystyrene tube, and 0.75 mL of 2 M K2CO3 was added and mixed well. The mixture was centrifuged at 3,000 × g for 5 min, and 50 μL of the supernatant was harvested and stored at −20°C before derivatization with 25 mM iodoacetic acid. The HPLC system used a model 2475 multi-λ fluorescence detector, a supelco C18 guard column (4.6 mm × 5 cm, 20–40 μm, Sigma-Aldrich, St. Louis, MO, USA), and a supelco C18 column (4.6 mm × 15 cm, 3 μm, Sigma-Aldrich, St. Louis, MO, USA). The system also required a 717 plus WISP Autosampler and a 600E powerline multisolvent delivery system equipped with 100 μL heads. The level of total protein in the liver and muscles were determined according to the protocol of kits purchased from Nanjing Jiancheng Institute of Biological Engineering, Jiangsu, China. Finally, the sample detection and data analysis followed the protocol described by Yi et al. (16).



2.6 Detection and analysis of gene mRNA levels

The longissimus dorsi, gastrocnemius and liver were harvested and immediately frozen in the liquid nitrogen. 0.1 g samples were added to 1 mL of TRIzol reagent (Invitrogen, Carlsbad, CA, USA) in a 1.5 mL clean, RNA-free polystyrene tube, Total RNA was extracted and quality control was performed according to the method described by Hou et al. (17). The extracted RNA was reverse-transcribed using the PrimeScript®RT reagent kit with gDNA Eraser (Takara, Dalian, China), and the resulting cDNA was stored at −80°C for later use. The RT-PCR reaction was performed using an Applied Biosystems 7500 Fast Real-Time PCR System (Foster City, CA, USA). The necessary materials for this process included cDNA, SYBR® Premix Ex Taq™ (Takara, Dalian, China), and gene-specific primers listed in Table 2. The RT-PCR procedure described by Yi et al. (12) was used in this study. To ensure reliable results, the glyceraldehyde-3-phosphate dehydrogenase (GAPDH) was used as internal reference gene for liver, ribosomal protein L4 (RPL4) and hypoxanthine-guanine phosphoribosyl transferase 1 (HPRT1) were used as internal reference genes for longissimus dorsi and gastrocnemius, respectively. Data were analyzed using the 2−ΔΔCt method (18), and all samples were run in triplicate.


TABLE 2 The primer sequences of the genes.
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2.7 Data analysis

The data was analyzed using the one-way ANOVA program in SPSS 23.0 software (SPSS Inc., Chicago, IL), followed by Duncan's multiple comparisons to investigate the differences between groups. And the independent sample T-test was used to analyze the differences between Control and LPS group, between LPS and LPS+NAC group. Pearson correlation analysis was conducted to examine correlations between certain indicators. All data were presented as means± standard deviation, and a P-values < 0.05 was considered statistically significant, 0.05 < P-values < 0.1 indicated a trend of significant differences between groups additionally. Graphpad prism 8.0 software was utilized for data visualization.




3 Results


3.1 Blood indices and hormones

The percentage of monocytes was decreased with LPS challenge (P < 0.05; Table 3), and the level of GGT in the plasma tended to increase in the LPS group (P = 0.095). Additionally, the content of glucagon in the plasma increased and the EGF decreased with LPS treated. Compared to the LPS group, dietary supplementation of 500 mg/kg NAC down-regulated the level of glucagon in the serum (P < 0.05) and elevated the content of EGF (P = 0.089).


TABLE 3 The results of blood related parameters.
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3.2 Antioxidant enzymes and oxidative products, developmental ability of muscles

The levels of H2O2 and MDA were increased in the longissimus dorsi and gastrocnemius muscles, and the content of CAT in the gastrocnemius was decreased with LPS treated (P < 0.05; Table 4). However, dietary supplementation with NAC was able to alleviate these effects. Furthermore, compared to the LPS group, the level of GSH-px in the longissimus dorsi and gastrocnemius muscles increased with NAC supplementation (P < 0.05). Additionally, the levels of DNA and the ratio of RNA to DNA in the longissimus dorsi, and the level of DNA in the gastrocnemius were decreased with LPS challenge (P < 0.05; Table 5). Interestingly, the addition of NAC to the diet also alleviated these effects.


TABLE 4 The levels of Antioxidant enzymes and peroxide products in the muscle.
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TABLE 5 The levels of growth-related indicators in the muscle.
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3.3 Contents of total GSH and cysteine as well as the genes transcription levels in the longissimus dorsi and gastrocnemius

Compared to the LPS group, dietary supplementation of NAC increased the levels of total GSH and cysteine in the longissimus dorsi and the content of total GSH in the gastrocnemius (P < 0.05; Figure 2C). The genetic outcomes indicated that the mRNA levels of hypoxia-inducible factor-1 (HIF-1) and nuclear factor erythroid 2-related factor 2 (Nrf-2) in the gastrocnemius and HIF-1 in the longissimus dorsi were up-regulated with LPS treatment (P < 0.05; Figures 2A, B). The transcription level of calpastatin (CAST) in the longissimus dorsi and gastrocnemius was down-regulated with LPS challenge (P < 0.05). Compared to the LPS group, the mRNA levels HIF-1, Nrf-2, and glutathione peroxidase (GSH-px) in the gastrocnemius and HIF-1 and Nrf-2 in the longissimus dorsi were up-regulated with NAC treatment in the diet. Additionally, dietary supplementation of NAC down-regulated the transcription levels of peroxisome proliferators-activated receptor γ coactivator 1 alpha (PGC-1α) in the longissimus dorsi and gastrocnemius (P < 0.05).


[image: Figure 2]
FIGURE 2
 The transcription levels of some genes and the levels of total GSH and cysteine in the muscle. Among them, the transcription levels of some genes in gastrocnemius and longissimus dorsi were arranged in (A, B), respectively. The levels of total GSH and cysteine in the muscle were showed in (C). a, b, cMeans in the same row without common superscripts differ significantly (P < 0.05). Data were presented as mean ± standard deviation. The full names of genes refer to the remarks in Table 2. T-GSH, total glutathione peroxidase; T-Cys, total cysteine.


In the longissimus dorsi, the correlation analysis results showed that the level of total cysteine was positively correlated with the transcription level of HIF-1, and the mRNA level of HIF-1 was also positively correlated with that of Nrf-2 (P < 0.05; Figure 3A). Additionally, the transcription level of PGC-1α was negatively correlated with the content of total cysteine and the mRNA levels of HIF-1 and Nrf-2. The mRNA level of CAST was also negatively correlated with the transcription levels of HIF-1 and Nrf-2. In the gastrocnemius, the mRNA levels of PGC-1α and CAST were negatively correlated with the transcription level of HIF-1 (P < 0.05; Figure 3B).
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FIGURE 3
 The results of correlation analysis between some indicators in muscle. Among them, the results of gastrocnemius and longissimus dorsi were arranged in (A, B), respectively. The level of Pearson correlation coefficient was used to make a heat map, *Means the differences were significant (0.01 < P < 0.05), ** was regarded as the differences were extremely significant (P < 0.01). Additionally, the red color indicate a strong positive correlation (correlation coefficient = 1), while the purple color indicates a strong negative correlation (correlation coefficient = −1). The full names of genes refer to the remarks in Table 2 and Figure 2.




3.4 The transcription levels of the genes, the contents of total GSH and cysteine, as well as the immune and growth-related indicators in the liver

The mRNA levels of interferon-β/γ (IFN-β, IFN-γ), myxovirus resistance-1 (MX-1), 2′, 5′- oligadenylate synthase 1/L (OAS1, OASL), interferon-induced protein with tetratricopeptide repeats 1/3/5 (IFIT1, IFIT3, IFIT5), chemokine (C-X-C motif) receptor 3 (CXCR3), heat-shock protein beta-1 (HSPB-1), and HIF-1 were up-regulated in the liver, while the transcription level of insulin like growth factor receptor (IGF-R) was down-regulated following LPS challenge (Figures 4A, B). Compared to the LPS group, dietary supplementation of NAC elevated the mRNA levels of IFN-β, MX-1, OASL, IFIT1, IFIT3, IFIT5, Nrf-2, HIF-1, GSH-Px, IGF-1, and IGF-R in the liver. Additionally, the up-regulated mRNA levels of CXCR3 and IFN-γ in the LPS group were down-regulated with NAC treatment. The ratio of total protein to DNA in the liver showed a tendency to decrease in the LPS group (P = 0.074), but dietary supplementation with NAC was able to alleviate this effect (P < 0.05; Figure 4C). The content of IL-1β in the liver increased with LPS treatment, and dietary supplementation with NAC also alleviated this effect (P < 0.05; Figure 4D). Compared to the LPS group, the levels of IGF-1 (P = 0.058), total GSH and cysteine (P < 0.05) were increased (Figure 4E).


[image: Figure 4]
FIGURE 4
 The transcription levels of some genes, the levels of total GSH and cysteine, and the immune and growth-related indicators in the liver. Among them, the transcription levels of some genes were arranged in (A–C) showed the levels of DNA, the ratio of RNA to DNA, and the ratio of TP to DNA. Additionally, the contents of IGF-1, IL-1β, and PGE-2 were arranged in (D), and the levels of total GSH and cysteine were showed in (E). a, b, cMeans in the same row without common superscripts differ significantly (P < 0.05). Data were presented as mean ± standard deviation. The full names of genes refer to the remarks in Table 2. T-GSH, total glutathione peroxidase; T-Cys, total cysteine; IGF-1, insulin like growth factor 1; IL-1β, interleukin-1β; PGE-2, prostaglandin E-2; prot, protein.


The correlation analysis results suggested that the level of total cysteine was positively correlated with IGF-1 and negatively correlated with the mRNA level of CXCR3 in the liver. The content of total GSH was negatively correlated with IL-1β (P < 0.05; Figure 5). Additionally, the ratio of total protein to DNA was negatively correlated with the level of IL-1β and the transcription level of IFN-γ. It was worth mentioning that the transcription levels of type I interferon-related genes were positively correlated with the levels of IGF-1, total cysteine, and GSH.
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FIGURE 5
 The results of correlation analysis between some indicators in the liver. Among them, the level of Pearson correlation coefficient was used to make a heat map, * means the differences were significant (0.01 < P < 0.05), ** was regarded as the differences were extremely significant (P < 0.01). Additionally, the red color indicate a strong positive correlation (correlation coefficient= 1), while the purple color indicates a strong negative correlation (correlation coefficient = −1). The full names of genes refer to the remarks in Table 2 and Figures 2–4.





4 Discussion

Under normal conditions, the body's antioxidant and oxidative systems are in a dynamic balance. However, when the oxidative system became dominant, some oxygen radicals and peroxidation products, such as H2O2 and malondialdehyde, were produced, which could lead to tissue injury (15). To counteract this, the antioxidant system was activated and certain antioxidant enzymes, such as SOD, CAT and GSH, were released to mitigate the effects (19, 20). Studies have shown that LPS challenge could elevate peroxidation product levels and decrease antioxidant enzyme levels, leading to tissue oxidative stress (21). In the present study, we observed the consistent outcomes. NAC, a widely accepted antioxidant, is a prerequisite for cysteine synthesis. In our previous studies, it has been demonstrated that NAC is useful for antioxidant function in piglet intestines (7). In this study, dietary supplementation of NAC increased total cysteine and GSH levels and promoted the expression of antioxidant enzymes while inhibiting peroxidation product production, thereby alleviating the adverse effects of LPS on piglet muscle.

The beneficial effect of NAC on the antioxidant function of piglets is undeniable. And the signaling pathway related to Nrf-2 is mainly involved in the regulation of antioxidant capacity. Notably, the Nrf-2 signaling pathway is considered to be the dominant classical pathway in the antioxidant system that was activated to promote the expression of antioxidant enzymes, for instance, GSH-Px, SOD, and CAT, and thereby alleviated oxidative stress (22). We hypothesized that the improvement in antioxidant capacity of NAC could be attributed to this. To further support this idea, certain genes about Nrf-2 signaling pathway were investigated. The outcomes showed that NAC contributed to the up-regulation of the transcription levels of Nrf-2, GSH-Px, and HIF-1. Study demonstrated that HIF-1 played an important role in maintaining the balance between the body's oxidative and antioxidant systems (23). Nrf-2 and HIF-1 were elevated with NAC treated, accordingly, the up-regulation of antioxidant enzymes and the down-regulation of peroxide products were observed in the present study. This might be one of the mechanisms by which NAC alleviated oxidative stress induced by LPS in piglets. However, with NAC treated, how the activation of Nrf-2 was further related to HIF-1 might need to be investigated in the future. Although a detailed investigation of it was beyond the scope of this work, our findings revealed that the beneficial effect of NAC on the antioxidant capacity of piglets could be modulated by activating the Nrf-2/HIF-1 signaling pathway.

Oxidative stress caused tissue injury and negatively affected the meat quality (24). Hou et al. (14) suggested that DNA and RNA levels and the ratio of total protein to DNA could be used to assess the developmental ability of tissue production. In the present study, DNA levels and the ratio of total protein to DNA decreased with LPS treatment, but dietary supplementation of NAC was able to alleviate this effect. It demonstrated that NAC was helpful for the growth of muscle challenged with LPS, which was generally consistent with our previous study (12). To investigate the mechanisms involved, we pay our attention to the mTOR and EGF signaling pathway, On account of it was involved in the regulation of muscle growth and development has been intensively investigated(13, 25). Studies demonstrated that the mTOR signaling pathway regulated protein synthesis and muscle growth, and functional amino acids, such as arginine and NAC, contributed to tissue growth and development by activating the mTOR signaling pathway (12, 13). In the present study, dietary supplementation of NAC failed to up-regulate the transcriptional levels of genes related to the mTOR signaling pathway, which was inconsistent with previous studies (12, 13). A possible explanation was that the effect of NAC on the mTOR signaling pathway might be more characterized in the intestine. Additionally, different genetic backgrounds of piglets and feeding conditions might also be factors. Nevertheless, we still believed that NAC was useful for muscle growth due to the observed up-regulation of EGF in the blood. Studies demonstrated that EGF contributed to cell and tissue growth and the maintenance of immune homeostasis (25, 26). Dietary supplementation of NAC might alleviate muscle injury treated with LPS by promoting the expression of EGF rather than by activating the mTOR signaling pathway in the present study.

The tenderness of meat is a matter of concern for consumers as it affects the taste. Multiple genes regulate tenderness. A previous study suggested that PGC-1α was positively correlated with the level of muscle fiber, and its high expression would worsen the tenderness of meat (27). Another study demonstrated that CAST also played a role in regulating meat tenderness (28). In this study, the mRNA level of CAST was down-regulated in the longissimus dorsi and gastrocnemius with LPS challenge, indicating a negative effect on meat tenderness. Intriguingly, dietary supplementation of NAC down-regulated the transcriptional level of PGC-1α in these muscles. Correlation analysis revealed that the mRNA level of PGC-1α was negatively correlated with the contents of total GSH and cysteine, as well as the transcriptional levels of Nrf-2 and HIF-1. Additionally, NAC contributed to muscle growth and development due to its regulatory role in the EGF signaling pathway as mentioned above. These results suggested that NAC might improve the meat quality by regulating multiple targets, such as, Nrf-2/HIF-1 and EGF signaling pathways.

A study demonstrated that LPS caused inflammation by activating the TLR4-NF-κB signaling pathway, which weakened the body's innate immunity (29). It is well-established that the mononuclear macrophage system is involved in mediating innate immune function. In the present study, the percentage of monocytes in the blood was reduced with LPS treatment. This provided additional evidence that LPS caused innate immunosuppression in piglets. In inflammatory states, the levels of some hormones were disturbed, such as the up-regulation of glucagon (30). In this study, the glucagon level was elevated by LPS treatment. To account for this effect, we may hypothesize that in response to the LPS challenge, a significant amount of glycogen was broken down, leading to the mobilization of glucagon to regulate blood glucose levels. However, the inflammatory response induced by LPS might lead to negative impacts on tissues, hence we observed that the level of GGT in the serum was elevated with LPS challenge. Results also showed that the level of IL-1β was elevated in the liver of piglets challenged with LPS. This suggested that LPS did cause an inflammatory response in the liver, which was generally consistent with previous studies (31). Interestingly, dietary supplementation of NAC alleviated the up-regulation of IL-1β caused by LPS. Additionally, the levels of IGF-1, total GSH and cysteine in the liver were elevated with NAC treatment. It has been previously mentioned that NAC might alleviate LPS-induced tissue injury by improving antioxidant function, which might also be characterized in the liver. In addition, IGF-1, a growth- promoting factor, played a key role in the growth and anabolism of tissues (32). This suggested that NAC might alleviate LPS- induced tissue injury by promoting its growth, as found in the present study, NAC raised the level of EGF and the ratio of total protein to DNA in the liver. In the present study, treatment with NAC up-regulated the mRNA levels of HIF-1, Nrf-2, and IGF-1 in the liver. Moreover, the level of total cysteine was positively correlated with that of IGF-1, whereas the content of IL-1β was negatively correlated with the levels of total GSH and the ratio of total protein to DNA in the liver. These findings provided further evidence for our hypothesis that NAC might alleviate LPS-induced tissue injury by regulating multiple targets, such as, Nrf-2/HIF-1, EGF, and IGF-1 signaling pathways.

Another interesting finding was that the transcription levels of genes related to type I interferon pathway were up-regulated with LPS treatment. Additionally, the mRNA levels of CXCR3, HSPB1, and IFN-γ were also up-regulated. The type I interferon signaling pathway was involved in the antiviral response and in regulating inflammation to maintain immune homeostasis (33). In this study, dietary supplementation with NAC further promoted the transcription of genes related to the type I interferon signaling pathway, as was also observed in our previous study (12, 34). It illuminated us that NAC might improve the immune function of piglets by regulating type I interferon signaling pathway. CXCR3 induced the proliferation of type Th1 cells, which were pro-inflammatory cells, and mediated the migration of immune cells to the site of infection, thus causing lymphocyte infiltration. CXCR3 expression was up-regulated in the inflammatory response (35). IL-1β and IFN-γ were representative cytokines secreted by type Th1 cells, which were involved in regulating the body's immunity. Moderate levels of IFN-γ helped stimulate the immune system, and its expression was up-regulated in an inflammatory state (36). Study also suggested that HSPB1 was regarded as an inflammatory marker gene in a variety of diseases (37). Notably, in this study, NAC alleviated the LPS- induced up-regulation of CXCR3, HSPB1, and IFN-γ. Those outcomes demonstrated that NAC might inhibit the polarization of Th cells to Th1 cells to inhibit the expression of pro-inflammatory cytokines, and it might need to be mediated by type I interferon signaling pathway. We firmly believed that the mechanism here was worth further study in the future.

Finally, the outcomes of the correlation analysis showed that the levels of IGF-1, total GSH and cysteine, as well as the transcription levels of Nrf-2 and HIF-1 were positively correlated with genes related to the type I interferon signaling pathway. This suggested that the protective effects of NAC on the liver and muscles of piglets did not depend solely on a single regulatory target. In general, NAC could mitigate the adverse effects of LPS on the liver and muscle through multiple pathways, for instance, Nrf-2/HIF1, EGF, IGF-1, and type I interferon signaling pathways (Figure 6), which were also closely synergistic with each other.


[image: Figure 6]
FIGURE 6
 The schematic diagram of our conclusion. Dietary supplemental NAC might alleviate the negative effects of LPS on muscle by activating the Nrf-2, HIF-1, and EGF signaling pathway. It also improved the quality of muscle by regulating PGC-1α gene. NAC also alleviated LPS-induced liver injury in piglets by regulating HIF-1, Nrf-2, IGF-1, and type I interferon signaling pathways.




5 Conclusion

Dietary supplementation with NAC alleviated the negative effects of LPS on muscle by improving antioxidant function and promoting tissue growth. It might also improve meat quality by regulating the PGC-1α gene. Additionally, NAC alleviated LPS- induced liver injury in piglets by regulating Nrf-2/HIF-1, EGF, IGF-1, and type I interferon signaling pathways.



Data availability statement

The original contributions presented in the study are included in the article/supplementary material, further inquiries can be directed to the corresponding author.



Ethics statement

The animal experiment was carried out at Wuhan Polytechnic University, and the animal use protocol was approved by the Animal Care and Use Committee of Hubei Province, and the animal welfare number was WPU202005001. The studies were conducted in accordance with the local legislation and institutional requirements. Written informed consent was obtained from the owners for the participation of their animals in this study.



Author contributions

PL: Data curation, Methodology, Supervision, Writing – review & editing. HZ: Data curation, Writing – original draft. YY: Data curation, Investigation, Writing – original draft. MW: Data curation, Writing – review & editing. DZ: Data curation, Resources, Writing – original draft. LW: Methodology, Software, Writing – original draft. DY: Data curation, Project administration, Writing – review & editing. YH: Funding acquisition, Project administration, Writing – review & editing.



Funding

The author(s) declare financial support was received for the research, authorship, and/or publication of this article. This work was jointly supported by National Natural Science Foundation of China (32172763 and U22A20514), National Key R&D Program (2022YFD130040302), and Hubei Provincial Key R&D Program (2021BBA083).



Acknowledgments

The authors would like to thank all volunteers for their commitment and patience during the study.



Conflict of interest

The authors declare that the research was conducted in the absence of any commercial or financial relationships that could be construed as a potential conflict of interest.



Publisher's note

All claims expressed in this article are solely those of the authors and do not necessarily represent those of their affiliated organizations, or those of the publisher, the editors and the reviewers. Any product that may be evaluated in this article, or claim that may be made by its manufacturer, is not guaranteed or endorsed by the publisher.



References

 1. Durand D, Collin A, Merlot E, Baéza E, Guilloteau LA, Le Floc'h N, et al. Review: implication of redox imbalance in animal health and performance at critical periods, insights from different farm species. Animal. (2022) 16:100543. doi: 10.1016/j.animal.2022.100543

 2. Kim K, Song M, Liu Y, Ji P. Enterotoxigenic Escherichia coli infection of weaned pigs: Intestinal challenges and nutritional intervention to enhance disease resistance. Front Immunol. (2022) 13:885253. doi: 10.3389/fimmu.2022.885253

 3. Thrastardottir TO, Copeland VJ, Constantinou C. The association between the gut microbiome, nutritional habits, antibiotics, and gastric cancer: a scoping review. Curr Nutr Rep. (2022) 11:19–38. doi: 10.1007/s13668-021-00391-z

 4. Gou HZ, Zhang YL, Ren LF, Li ZJ, Zhang L. How do intestinal probiotics restore the intestinal barrier? Front Microbiol. (2022) 13:929346. doi: 10.3389/fmicb.2022.929346

 5. Zhou B, Xu Q, Guo J, Chen Q, Lv Q, Xiao K, et al. Necroptosis contributes to LPS-induced activation of the hypothalamic-pituitary-adrenal axis in a piglet model. Int J Mol Sci. (2022) 23:11218. doi: 10.3390/ijms231911218

 6. Tian S, Wang J, Gao R, Wang J, Zhu W. Early-life galacto-oligosaccharides supplementation alleviates the small intestinal oxidative stress and dysfunction of lipopolysaccharide-challenged suckling piglets. J Anim Sci Biotechnol. (2022) 13:70. doi: 10.1186/s40104-022-00711-5

 7. Hou Y, Wang L, Yi D, Wu G. N-acetylcysteine and intestinal health: a focus on its mechanism of action. Front Biosci. (2015) 20:872–91. doi: 10.2741/4342

 8. Tardiolo G, Bramanti P, Mazzon E. Overview on the effects of N-acetylcysteine in neurodegenerative diseases. Molecules. (2018) 23:3305. doi: 10.3390/molecules23123305

 9. Pedre B, Barayeu U, Ezerina D, Dick TP. The mechanism of action of N-acetylcysteine (NAC): The emerging role of H(2)S and sulfane sulfur species. Pharmacol Ther. (2021) 228:107916. doi: 10.1016/j.pharmthera.2021.107916

 10. Wang H, Li C, Peng M, Wang L, Zhao D, Wu T, et al. N-Acetylcysteine improves intestinal function and attenuates intestinal autophagy in piglets challenged with beta-conglycinin. Sci Rep. (2021) 11:1261. doi: 10.1038/s41598-021-80994-2

 11. Yi D, Hou Y, Wang L, Ding B, Yang Z, Li J, et al. Dietary N-acetylcysteine supplementation alleviates liver injury in lipopolysaccharide-challenged piglets. Br J Nutr. (2014) 111:46–54. doi: 10.1017/S0007114513002171

 12. Yi D, Hou Y, Xiao H, Wang L, Zhang Y, Chen H, et al. N-Acetylcysteine improves intestinal function in lipopolysaccharides-challenged piglets through multiple signaling pathways. Amino Acids. (2017) 49:1915–29. doi: 10.1007/s00726-017-2389-2

 13. Hou Y, Wang L, Ding B, Liu Y, Zhu H, Liu J, et al. Dietary alpha-ketoglutarate supplementation ameliorates intestinal injury in lipopolysaccharide-challenged piglets. Amino Acids. (2010) 39:555–64. doi: 10.1007/s00726-010-0473-y

 14. Hou Y, Wang L, Zhang W, Yang Z, Ding B, Zhu H, et al. Protective effects of N-acetylcysteine on intestinal functions of piglets challenged with lipopolysaccharide. Amino Acids. (2012) 43:1233–42. doi: 10.1007/s00726-011-1191-9

 15. Wang W, Dai Z, Wu Z, Lin G, Jia S, Hu S, et al. Glycine is a nutritionally essential amino acid for maximal growth of milk-fed young pigs. Amino Acids. (2014) 46:2037–45. doi: 10.1007/s00726-014-1758-3

 16. Yi D, Hou Y, Wang L, Long M, Hu S, Mei H, et al. N-acetylcysteine stimulates protein synthesis in enterocytes independently of glutathione synthesis. Amino Acids. (2016) 48:523–33. doi: 10.1007/s00726-015-2105-z

 17. Hou Y, Wang L, Yi D, Ding B, Yang Z, Li J, et al. N-acetylcysteine reduces inflammation in the small intestine by regulating redox, EGF and TLR4 signaling. Amino Acids. (2013) 45:513–22. doi: 10.1007/s00726-012-1295-x

 18. Fu WJ, Stromberg AJ, Viele K, Carroll RJ, Wu G. Statistics and bioinformatics in nutritional sciences: analysis of complex data in the era of systems biology. J Nutr Biochem. (2010) 21:561–72. doi: 10.1016/j.jnutbio.2009.11.007

 19. Jelic MD, Mandic AD, Maricic SM, Srdjenovic BU. Oxidative stress and its role in cancer. J Cancer Res Ther. (2021) 17:22–8. doi: 10.4103/jcrt.JCRT_862_16

 20. Forman HJ, Zhang H. Targeting oxidative stress in disease: promise and limitations of antioxidant therapy. Nat Rev Drug Discov. (2021) 20:689–709. doi: 10.1038/s41573-021-00233-1

 21. Xia B, Meng Q, Feng X, Tang X, Jia A, Feng J, et al. Probing the molecular regulation of lipopolysaccharide stress in piglet liver by comparative proteomics analysis. Electrophoresis. (2013) 39:2321–31. doi: 10.1002/elps.201700467

 22. Wang Q, Botchway BOA, Zhang Y, Liu X. Ellagic acid activates the Keap1-Nrf2-ARE signaling pathway in improving Parkinson's disease: a review. Biomed Pharmacother. (2022) 156:113848. doi: 10.1016/j.biopha.2022.113848

 23. Zhang H, Xu R, Wang Z. Contribution of oxidative stress to HIF-1-mediated profibrotic changes during the kidney damage. Oxid Med Cell Longev. (2021) 2021:6114132. doi: 10.1155/2021/6114132

 24. Gonzalez-Rivas PA, Chauhan SS, Ha M, Fegan N, Dunshea FR, Warner RD. Effects of heat stress on animal physiology, metabolism, and meat quality: a review. Meat Sci. (2020) 162:108025. doi: 10.1016/j.meatsci.2019.108025

 25. Li J, Yuan S, Norgard RJ, Yan F, Sun YH, Kim IK, et al. Epigenetic and transcriptional control of the epidermal growth factor receptor regulates the tumor immune microenvironment in pancreatic cancer. Cancer Discov. (2021) 11:736–53. doi: 10.1158/2159-8290.CD-20-0519

 26. Levesque CL, Akhtar N, Huynh E, Walk C, Wilcock P, Zhang Z, et al. The impact of epidermal growth factor supernatant on pig performance and ileal microbiota. Transl Anim Sci. (2018) 2:184–94. doi: 10.1093/tas/txy019

 27. Hou Y, Su L, Su R, Luo Y, Wang B, Yao D, et al. Effect of feeding regimen on meat quality, MyHC isoforms, AMPK, and PGC-1alpha genes expression in the biceps femoris muscle of Mongolia sheep. Food Sci Nutr. (2020) 8:2262–70. doi: 10.1002/fsn3.1494

 28. Greguła-Kania M, Gruszecki TM, Junkuszew A, Juszczuk-Kubiak E, Florek M. Association of CAST gene polymorphism with carcass value and meat quality in two synthetic lines of sheep. Meat Sci. (2019) 154:69–74. doi: 10.1016/j.meatsci.2019.04.007

 29. Lan J, Dou X, Li J, Yang Y, Xue C, Wang C, et al. l-arginine ameliorates lipopolysaccharide-induced intestinal inflammation through inhibiting the TLR4/NF-kappaB and MAPK pathways and stimulating beta-defensin expression in vivo and in vitro. J Agric Food Chem. (2020) 68:2648–63. doi: 10.1021/acs.jafc.9b07611

 30. Modrzynska J, Klein CF, Iversen K, Bundgaard H, Hartmann B, Mose M, et al. Plasma levels of glucagon but not GLP-1 are elevated in response to inflammation in humans. Endocr Connect. (2021) 10:205–13. doi: 10.1530/EC-20-0590

 31. Zhu H, Wang H, Wang S, Tu Z, Zhang L, Wang X, et al. Flaxseed oil attenuates intestinal damage and inflammation by regulating necroptosis and TLR4/NOD signaling pathways following lipopolysaccharide challenge in a piglet model. Mol Nutr Food Res. (2018) 62:e1700814. doi: 10.1002/mnfr.201700814

 32. Ahmad SS, Ahmad K, Lee EJ, Lee YH, Choi I. Implications of insulin-like growth factor-1 in skeletal muscle and various diseases. Cells. (2018) 9:1773. doi: 10.3390/cells9081773

 33. Gallucci S, Meka S, Gamero AM. Abnormalities of the type I interferon signaling pathway in lupus autoimmunity. Cytokine. (2021) 146:155633. doi: 10.1016/j.cyto.2021.155633

 34. Zhang Q, Li P, Li H, Yi D, Guo S, Wang L, et al. Multifaceted effects and mechanisms of N-acetylcysteine on intestinal injury in a porcine epidemic diarrhea virus-infected porcine model. Mol Nutr Food Res. (2022) 66:e2200369. doi: 10.1002/mnfr.202200369

 35. Abron JD, Singh NP, Murphy AE, Mishra MK, Price RL, Nagarkatti M, et al. Differential role of CXCR3 in inflammation and colorectal cancer. Oncotarget. (2018) 9:17928–36. doi: 10.18632/oncotarget.24730

 36. Kak G, Raza M, Tiwari BK. Interferon-gamma (IFN-gamma): exploring its implications in infectious diseases. Biomol Concepts. (2018) 9:64–79. doi: 10.1515/bmc-2018-0007

 37. Oh A, Jeon S, Jeong MG, Kim HK, Kang J, Lee YS, et al. HSPB1 inhibitor J2 attenuates lung inflammation through direct modulation of Ym1 production and paracrine signaling. Biomed Pharmacother. (2021) 143:112225. doi: 10.1016/j.biopha.2021.112225

Copyright
 © 2024 Li, Zhou, Yang, Wu, Zhao, Wang, Yi and Hou. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.



OPS/xhtml/Nav.xhtml




Contents





		Cover



		Dietary supplementation with N-acetylcysteine confers a protective effect on muscle and liver in lipopolysaccharide-challenged piglets



		1 Introduction



		2 Materials and methods



		2.1 Animals and experimental design



		2.2 Blood biochemical parameters and hormones



		2.3 Growth-related parameters, antioxidant enzymes, and oxidative products



		2.4 The levels of IL-1β, IGF-1, and PGE-2 in the liver



		2.5 The levels of total GSH and cysteine in the liver and muscle



		2.6 Detection and analysis of gene mRNA levels



		2.7 Data analysis







		3 Results



		3.1 Blood indices and hormones



		3.2 Antioxidant enzymes and oxidative products, developmental ability of muscles



		3.3 Contents of total GSH and cysteine as well as the genes transcription levels in the longissimus dorsi and gastrocnemius



		3.4 The transcription levels of the genes, the contents of total GSH and cysteine, as well as the immune and growth-related indicators in the liver







		4 Discussion



		5 Conclusion



		Data availability statement



		Ethics statement



		Author contributions



		Funding



		Acknowledgments



		Conflict of interest



		Publisher's note



		References

















OPS/images/fnut-11-1458912-t005.jpg
ltems ol LPS+ NAC

Longissimus dorsi

DNA, pg/mg protein 0.32£0.07* 024 0,05 0.30 % 0.05* 0023
RNA/DNA 0.71£0.15° 057 +0.10° 0.73%0.09° 0.020
Protein/DNA 26332+ 68.71 235.14 £ 50.05 246.26 + 2671 0553

Gastrocnemius

DNA, pg/mg protein 0.55 % 0.04* 049 0,03 0.58 % 0.08* 0.006
RNA/DNA 028+0.03 0.30 % 0.02 03140.04 0.134
Protein/DNA 31375+ 26.84 289.67 £ 52.14 304.84 £ 4145 0513

abMeans in the same row without common superscripts differ significantly (P < 0.05). Data were presented as mean = standard deviation.





OPS/images/fnut-11-1458912-t004.jpg
ltems ol LIPS LPS+ NAC

Longissimus dorsi

GSH-Px, U/mg prot 64.58 & 9.43% 56.64 +9.92° 7127 £ 10.95% 0.029
T-SOD, U/mg prot 90.58 £ 6.42 85.14 £ 10.43 85.50 £ 6.48 0333
CAT, U/mg prot 5.28 & 1.00° 4.87 £ 0.65° 4.16 £0.53" 0.023
H,0,, mmol/mg prot 62.46 + 4.22° 72.52 + 10.52° 61.41 £9.33 0.029
MDA, nmol/mg prot 0.29 £ 0.06° 0.45 % 0.09* 0.35 £ 0.10° 0.006

Gastrocnemius

GSH-Px, U/mg prot 52.67 £10.32° 53.83 £ 12.43" 85.28 £7.36° < 0.001
T-SOD, U/mg prot 62.81£6.36" 56.12 £ 8.07% 54.91 £4.52° 0.050
CAT, U/mg prot 1.73 £023° 1.32£0.27¢ 2.10£0.33" <0.001
H,0,, mmol/mg prot 41.26 + 4.80° 64.07 £ 8.98" 53.77 £7.39 < 0.001
MDA, nmol/mg prot 423£087° 527 £ 0.90 5.55£0.59" 0.008

*b<Means in the same row without common superscripts differ significantly (P < 0.05). Data were presented as mean = standard deviation.
GSH-Px, glutathione peroxidase; T-SOD, total superoxide dismutase; CAT, catalase; MDA, malondialdehyde; prot, protein.











OPS/images/crossmark.jpg
©

|






OPS/images/logo.jpg
& frontiers | Frontiers in Nutrition







OPS/images/fnut-11-1458912-g005.gif
ool
POSOSOSOEOBAAIE00K0]

g






OPS/images/fnut-11-1458912-g006.gif





OPS/images/fnut-11-1458912-g003.gif
vvrﬁ
X

TR

o B

oo oD

| R e &

XSRS R, &

PRBEB B e
PO ey
ORI RS
&000000000000000 4&000‘0000000000000‘ Y
000G, OO

T

g5%





OPS/images/fnut-11-1458912-g004.gif





OPS/images/fnut-11-1458912-t003.jpg
ltems Con LPS LPS+ NAC

Blood cells and biochemical parameters

WBC, 10 e*/uL 11.80 £2.76 13.43 £2.67 10.15 £2.40 0.129
NEU, % 47.71 £9.48 55.38 £347 52.90 & 8.63 0.222
LYM, % 32.00 £6.54 34.55 4 10.58 34.00 £ 10.39 0.882
MONO, % 13.90 £ 3.35% 821 £3.06° 10.98 & 3.80" 0.037
GLU, mmol/L 581 +037 5.09 +0.64 5054155 0.356
GGT, U/L 3350+ 4.14 3897 £6.75 40.70 £ 6.56 0.095
Hormones

Glucagon, pg/ml 134.51 & 36.20° 273.49 £ 76.53* 204.32 £ 34.98° 0.001
C-P, ng/ml 0.21 £0.06 0.20 £ 0.04 0.22+0.05 0.854
EGE, ng/ml 1.14£036 0.79 & 0.09 1.06 £0.27 0.083

*b<Means in the same row without common superscripts differ significantly (P < 0.05). Data were presented as mean = standard deviation.
WBC, white blood cells; NEU, neutrophile; LYM, lymphocyte; MONO, monocyte; GLU, glucose; GGT, gamma-glutamyl transpeptidase; C-P, insulin C-peptide; EGE, epidermal growth factor.






OPS/images/fnut-11-1458912-t001.jpg
Corn 61.88 Nutrient

levels®

Soybean meal 21.98 Digestible 14.22
energy, MJ/kg

Wheat middlings 4.00 Crude protein, 20.90
%

Whey powder 3.00 Threonine, % 0.74

Fish meal 3.00 Methionine, % 0.30

Soybean protein 1.50 Methionine+ 0.65

concentrate Cystine, %

CaHPO4 1.25 Lysine, % 115

Premix* 1.00 Tryptophan, % 021

Limestone 0.69 Calcium, % 0.70

NaCl 0.30 Total 0.60
phosphorus, %

Acidifier 0.30 Available 0.32
phosphorus, %

Soybean oil 0.50

Lysine 0.25

hydrochloride

Choline chloride 0.20

Mold inhibitor 0.10

DL-methionine 0.05

Total 100.00

*The premix provided the following per kg of diet, VA = 10,800 IU, VD3 = 4,000 IU, VE = 40
1U, VK3 = 4mg, VB; = 6 mg, VB, = 12mg, VBg = 6 mg, VBy2 = 0.05 mg, Biotin = 0.2 mg,
Folic acid = 2 mg, Nicotinic acid = 50 mg, D-calcium pantothenatc = 25 mg, Fe (as ferrous
sulfate) = 100 mg, Cu (as copper sulfate) = 150 mg, Mn (as manganese sulfate) = 40mg, Zn
(as zine sulfate) = 100mg, I (as potassium iodide) = 0.5 mg, and Se (as sodium selenite) =
03mg.

®Digestible energy was a calculated value and others were measured values.





OPS/images/fnut-11-1458912-t002.jpg
Gen Forward primer, 5/ Reversed primer, 5/-3/
HIF-1 TTACTCATCCgTgCgACCAT CTCCgCTgTgTATTTTgCTCTTT
Nif-2 gAAGTEATCCCCTEATETTgC ATgCCTTCTCTTTCCCCTATTTCT
y-GCS CETTCACACTCTTCCCCTCACT AgTTgTCCCTTTTgATggTgCT
GSH-Px ACAACggTgCgggACTACA CgCCATTCACCTCACACTTC
mTOR TTgTTgCCCCCTATTgTgAAg CCTTTCgAgATggCAATggA
P70S6K 2AAACAAGTgGAATAgAGCAGATg TTggAAgTggTgCAGAAGCTT
4EBPI CCggAAgTTCCTAATggAgTST g¢TTCTggCTggCATCTgT
PGC-lar gATgTgTCgCCTTCTTEITC CATCCTTTggggTCTTTgAg
CAST TCCAAGTCAggAgAACAgAAAgE TgAAGCAgAggAAgECEATAC
HEABP CgCCTEITCTEICEICTCTTT TCTTgCTgTCCACTAGCTTCCA
EGFR ggCCTCCATECTTTTgAgAA gACECTATgTCCAggCCA A

IGFI gCCCAAggCTCAgAASE TTTAACAggTAACTCETgC
IGFIR ATTCgCACCAATECTTCA AgggCggg I TCCACTTC

IEN-B AgCAGATCTTCggCATTCTC gTCATCCATCTgCCCATCAA
MX1 AgTgCggCTETTTACCAAG TTCACAAACCCTggCAACTC
0ASI TggTggTggAgACACACACA CCAACCAgAGACCCATCCA
OASL ggCACCCCTTTTTCCTCT AgCACCCTTTTggATgg

IFITI gCTAAACCAAACACCECAGAA ggAACTCAATCTCCTCCAAGACC
IFIT3 gCATTTTCCAGCCAGCATC TCTgTTCCTTTCCTTTCCTTCCT
IFITS CAgAAAATACAGCCATCCACCA AgggCACTTAAACTCTGCACATC
CXCR3 TgTAgCCAAgAAAgTAgggTggA AggCgTAgAgCAgTggeTTg

HSPBI ATgAgCACggCTTCATTTCC ggsCTTTTCCGACTTTCCA
IFN-y TCTgggAAACTgAATEACTTCg gACTTCTCTTCCgCTTTCTTAggTT
GAPDH CgTCCCTAGACACEATggT CCCgATgCggCCAAAT

RPL4 gAGAAACCETCGCCEAAT gCCCACCAggAgCAAGTT

HRPTI AACCTTgCTTTCCTTggTCA TCAAgggCATAGCCTACCAC

HIE-1, hyposia inducible factor-1; Nrf-2, nuclear factor erythroid 2-related factor 2; y-GCS, y-glutamyleysteine synthetase; GSH-Px, glutathione peroxidase; mTOR, mechanistic target of
rapamycin; P70S6K, p70 ribosomal protein 6 kinase; 4EBP1, 4 binding protein 1; PGC-1a, peroxisome proliferators-activated receptor y coactivator 1 alpha; CAST, calpastating HFABR,
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