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CDX2: A Prognostic Marker in Metastatic Colorectal Cancer Defining a Better BRAF Mutated and a Worse KRAS Mutated Subgroup
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Background: Survival of metastatic colorectal cancer (mCRC) patients has improved, but mainly for trial patients. New predictive and prognostic biomarkers validated in the general mCRC population are needed. Caudal-type homeobox 2 (CDX2) is an intestine-specific transcription factor with potential prognostic and predictive effect, but the importance in mCRC has not been fully investigated.

Methods: Immunohistochemistry analysis of CDX2 was performed in a Scandinavian population-based cohort of mCRC (n = 796). Frequency, clinical and tumor characteristics, response rate, progression-free survival, and overall survival (OS) were estimated.

Results: Loss of CDX2 expression was found in 87 (19%) of 452 stained cases, in 53% if BRAF mutated (BRAFmut) and in 9% if KRAS mutated (KRASmut). CDX2 loss was associated with microsatellite instability, BRAFmut, and poor differentiation and inversely associated with KRASmut. Patients with CDX2 loss received less first-line (53 vs. 64%, p = 0.050) and second-line (23 vs. 39%, p = 0.006) chemotherapy and secondary surgery (1 vs. 9%, p = 0.019). Median progression-free survival and OS for patients given first-line combination chemotherapy was 4 and 10 months if CDX2 loss vs. 9 and 24 months if CDX2 expressed (p = 0.001, p < 0.001). Immediate progression on first-line combination chemotherapy was seen in 35% of patients with CDX2 loss vs. 10% if CDX2 expressed (p = 0.003). Median OS in patients with BRAFmut or KRASmut and CDX2 expressed in tumor (both 21 months) was comparable to wild-type patients (27 months). However, if CDX2 loss, median OS was only 8 and 11 months in BRAFmut and KRASmut cases, respectively, and 10 months in double wild-type patients. In multivariate analysis, CDX2 loss (hazard ratio: 1.50, p = 0.027) and BRAFmut (hazard ratio: 1.62, p = 0.012) were independent poor prognostic markers for OS.

Conclusion: In a population-based cohort of mCRC patients, CDX2 loss is an independent poor prognostic marker. Expression of CDX2 defines a new subgroup of BRAFmut cases with a much better prognosis. Loss of CDX2 defines a small group of KRASmut cases with a worse prognosis. Patients with CDX2 loss receive less palliative chemotherapy with less benefit and rarely reach secondary surgery.
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INTRODUCTION

Colorectal cancer (CRC) is one of the major cancer types worldwide. Globally, there are 1.4 million new cases and 0.7 million deaths in 2012 (1, 2). Approximately 25% of patients present with metastatic CRC (mCRC) at diagnosis, and another 20% will eventually develop metastasis. Despite progress over the past decades, with median overall survival (OS) up to 30 months in clinical trials, prognosis for patients in population-based cohorts is still poor with a median OS of 10–15 months (3, 4). Patients included in clinical trials are highly selected with, for instance, better performance status, younger age, and less or no comorbidity, and cannot be compared to the general mCRC patients. There is a need for predictive and prognostic markers validated in population-based cohorts to guide treatment selection and improve survival for mCRC patients.

Caudal-type homeobox 2 (CDX2) is an intestine-specific transcription factor and one of the most sensitive and specific markers of intestinal differentiation (5). Immunohistochemistry (IHC) analysis for CDX2 is implemented in the clinical diagnostics as a biomarker for intestinal differentiation in tumors of unknown origin. It is deregulated in a subset of patients with CRC, and downregulation has been associated with poor prognosis (6–13). Loss of CDX2 expression has also been associated with other poor prognostic features such as advanced stages, poor differentiation, BRAF mutation (BRAFmut), and microsatellite instability (MSI) (12, 14, 15). The negative prognostic effect of CDX2 could therefore be related to the known associations between these features and poor survival. No previous studies have fully explored if the negative prognostic effect of CDX2 loss in mCRC could be confounded by these associations. Two recent retrospective studies have reported CDX2 loss as a predictive biomarker for treatment benefit of chemotherapy in stage II (7) and stage III (8) CRC. This has so far not been demonstrated in mCRC (8, 9, 11). Recently, CDX2 loss was reported to be an independent negative prognostic marker in mCRC patients undergoing curative liver metastasis resection, indicating CDX2 loss as a potential biomarker to identify patients with limited benefit from surgery (11). It is therefore important to know the proper frequency of CDX2 loss and its relations to outcome in unselected mCRC patients. The aim of this study was to determine the prevalence, prognostic, and predictive effect of CDX2 loss in unselected patients of mCRC in relation to tumor differentiation, BRAF, KRAS, and MSI status.



METHODS


Patient Cohort

A prospectively collected cohort was established of all non-resectable mCRC patients referred to the oncology units of three regional hospitals in Scandinavia: Odense University Hospital (Denmark) (n = 325), Uppsala University Hospital (Sweden) (n = 155), and Haukeland University Hospital (Norway) (n = 316) during 2003–2006 with last follow-up in 2014. These hospitals cover all oncology treatment in their region. Cases not referred in the region were identified through the national (Norway and Sweden) and regional (Denmark) cancer registries (n = 49). The cohort consists of 796 patients (Figure 1).
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FIGURE 1. Flow chart describing collection of tumor blocks, tissue microarray (TMA), and availability of CDX2 status in a population-based Scandinavian cohort of metastatic colorectal cancer.




Tissue Retrieval and Tissue Microarray Generation

Paraffin-embedded tissue blocks were retrieved from the primary tumor in the majority of cases or from a metastatic lesion (six cases), and corresponding hematoxylin–eosin stained glass slides were examined. Tissue microarray (TMA) generation had been performed previously in 460 (58%) cases (16) according to standards used in the Human Protein Atlas (17), with two 1-mm diameter tumor cores extracted per patient. TMA was generated from tissue blocks from surgical resection of primary tumor in 419 of 460 (91%) TMA cases, the remaining 41 from biopsies (35 cases from primary tumor and 6 cases from metastatic lesion).



Tumor Analyses

Results on gene analysis of KRAS, BRAF, and MSI in BRAFmut tumors and IHC analysis on BRAF and MMR were available and performed as described previously (16, 18). IHC for CDX2 was performed for all patients included in the TMA cohort (n = 460) using a mouse-monoclonal antibody, #NCL-CDX2, from Leica Biosystems (formerly Novocastra), diluted 1:50. Automated IHC was performed using an Autostainer 480 instrument (Thermo Fischer Scientific, Waltham, MA, United States), with diaminobenzidine (Thermo Fisher Scientific) as chromogen. High-resolution images of the IHC staining were obtained by scanning with an Aperio AT2 slide scanner (Aperio, Vista, CA, United States) at 200× magnification. Semiquantitative assessment of immunoreactivity in all tumor cells was assessed independently by two pathologists (AD, FP) without knowledge of clinicopathological data. Annotation discrepancies were re-evaluated to reach consensus. Immunoreactivity was scored for nucleus on a four-tier intensity scale (1 = negative, 2 = weak, 3 = moderate, or 4 = strong), and the estimated fraction of stained tumor cells was denoted as 1 (0–1%), 2 (2–10%), 3 (11–25%), 4 (26–50%), 5 (51–75%), and 6 (>75%) (Figure 2). Loss of CDX2 expression (CDX2 loss) was defined as tumors with nuclear fraction staining <10% regardless of intensity, as recommended in the interpretation of IHC of tumor markers in CRC (19). This cutoff was chosen according to previous literature, and the distribution of expression across the cohort. CDX2 expression was defined as tumors with nuclear fraction staining >10% regardless of intensity. CDX2 status was evaluable in 452 cases (Figure 1).


[image: Figure 2]
FIGURE 2. Immunohistochemical staining images of caudal-type homeobox 2 (CDX2) on tumor tissue microarray in a population-based Scandinavian cohort of metastatic colorectal cancer patients. (A) Strong staining in all cells. (B) Completely negative staining.




Statistics

Exact chi-square test was used for group comparisons. Multiple binary logistic regression was used for dichotomous outcome variables, and results are reported as odds ratios (ORs) with 95% confidence intervals (CIs). OS was the interval from the date of metastatic disease to the date of death and censored if the patient was alive on February 4th, 2014. Progression-free survival (PFS) was the interval from the date of first administration of chemotherapy to the date of progression (on CT scan) or death and censored if the patient was alive without progression on February 4th, 2014. OS and PFS were analyzed using the Kaplan–Meier method with log rank test and Cox multiple regression. Cox regression was performed with backward stepwise selection of covariates to the final model. At the first step, we included all relevant covariates. From this model, we removed the variable with the largest p-value. In the second step, we removed the covariate with largest p > 0.05 among the remaining variables from the first step. The process continued until all remaining variables were significant at level 0.05, and a final model was obtained. Results are reported as hazard ratios (HRs) and 95% CIs. All analyses were performed with the statistical program SPSS v22. All statistical tests were two-tailed using 5% significance level.




RESULTS


Study Population

Of the 796 patients included, 460 patients had TMA generated; reasons for no TMA were too small biopsies with no resection of primary tumor performed (n = 239) and missing or no cancer tissue (n = 97) (Figure 1). Cases with lacking TMA was evenly distributed between the three regions of inclusion (45% from Haukeland, 36% from Uppsala, and 43% from Odense University Hospital, p = 0.190). For patients with CDX2 status available, median OS was 11 months (9.4, 12.6) for all patients (n = 452), 18 months (15.0, 21.0) if given first-line chemotherapy (n = 281) and 21 months (17.1, 24.9) if given first-line combination chemotherapy (n = 217). As first-line treatment, 52 patients received irinotecan-based and 168 oxaliplatin-based combination chemotherapy, and 57 received 5-fluorouracil monotherapy. Twenty-one had bevacizumab and 20 had cetuximab combination treatment. Combination chemotherapy was mainly doublet; only three patients received triplet chemotherapy. There was no significant difference in treatment schedules given between patients with loss or expression of CDX2 (Table S1). For patients with CDX2 status available, 21% had a BRAF V600E mutation (BRAFmut), 41% a KRAS mutation (KRASmut), 8% were MSI high (MSI-H), and 38% double (KRAS and BRAF) wild-type tumor (Table 1, Figure 3A).


Table 1. Patient characteristics according to caudal-type homeobox 2 status in a population-based cohort of metastatic colorectal cancer with CDX2 status available (n = 452).
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FIGURE 3. Distribution of different molecular markers in a population-based Scandinavian cohort of metastatic colorectal cancer. (A) Frequency (%) of BRAF, microsatellite instability (MSI), KRAS, and caudal-type homeobox 2 (CDX2) status and their interrelations. (B) Frequency (%) of BRAF, MSI-H, and KRAS mutations in tumors with CDX2 loss and CDX2 expression. (C) BRAF/MSI subgroups in tumors with CDX2 loss and CDX2 expression. KRASmut, KRAS mutation; BRAFmut, BRAF mutation; MSI-H, microsatellite instable high; MSS, microsatellite stable; double wild type, wild-type KRAS and BRAF; CDX2–, CDX2 loss; CDX2+, CDX2 expression.




Patient Characteristics and Treatment

Eighty-seven (19%) of 452 patients had CDX2 loss (Figure 3A). Frequency of CDX2 loss was similar (20%) among the subgroup of elderly patients (>75 years). In patients with MSI-H, BRAFmut and KRASmut tumors, 58, 53, and 9% had CDX2 loss, respectively. A Venn diagram (Figure 3A) illustrates the frequency of CDX2 loss, MSI-H, BRAFmut, and KRASmut, and their interrelations. CDX2 loss was associated with right-sided primary tumor, poor differentiation, MSI-H, BRAFmut, and KRAS wild type (KRASwt) (Table 1, Figure 3B). In subgroup analyses, cases with CDX2 loss were mostly BRAFmut/MSS (42%), and cases with CDX2 expression were mostly BRAFwt/MSS (87%) (Figure 3C). Patients with CDX2 loss had less often lung metastases and liver-only disease, but more often distant lymph node metastases (Table 1). In multiple logistic regression, BRAFmut and poor differentiation were significantly correlated to CDX2 loss (Table S2). Patients with CDX2 loss received less first- (53 vs. 64%, p = 0.050) and second-line chemotherapy (23 vs. 39%, p = 0.006) and rarely had secondary surgery (1 vs. 9%, p = 0.019) compared to patients with CDX2 expressed.



Survival and Response

Median OS in the whole cohort (untreated and treated with chemotherapy) was 6 months if tumor had CDX2 loss and 13 months if tumor showed CDX2 expression (p < 0.001). For patients given first-line chemotherapy, median OS was 11 months if CDX2 loss (n = 46) and 21 months if CDX2 expressed (n = 235) (p < 0.001). For patients given first-line combination chemotherapy, median OS was 10 months if CDX2 loss and 24 months if CDX2 expressed (p < 0.001) (Figure 4). Median PFS after first-line chemotherapy was 5 vs. 8 months (p = 0.003) in patients with CDX2 loss vs. expression and 4 vs. 9 months (p = 0.001) if given first-line combination chemotherapy (Figure 4). We did not observe any survival benefit of combination chemotherapy compared to monotherapy in first-line treatment of patients with tumors demonstrating CDX2 loss (median OS 10 vs. 12 months, p = 0.979 and median PFS 5 vs. 4 months, p = 0.742), but this was evident in patients with tumors demonstrating CDX2 expression (median OS 12 vs. 24 months, p < 0.001 and median PFS 5 vs. 9 months p < 0.001) (Figure 5). For patients given first-line combination chemotherapy with response registered (n = 194 of 217), objective response rate was 35% if the tumor showed CDX2 loss and 49% if CDX2 was expressed. Immediate disease progression was seen in 35% of patients with CDX2 loss compared to 10% with CDX2 expressed (Table S3, Figure 5E).
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FIGURE 4. Median overall survival (OS) and progression-free survival (PFS) in a population-based Scandinavian cohort of metastatic colorectal cancer according to tumor molecular alterations. Kaplan–Meier curves were calculated with log-rank test for p value and univariate Cox regression for HR and 95% CI. (A) Median OS for all patients according to CDX2 status. (B) Median OS according to CDX2 status for patients given first-line combination chemotherapy. (C) Median PFS according to CDX2 status for patients given first-line combination chemotherapy. (D) Median OS according to tumor molecular alterations in patients given first-line combination chemotherapy: double wild type 26 months (n = 88, e = 80), KRASmut/CDX2 expressed 21 months (n = 82, e = 77), BRAFmut/CDX2 expressed 21 months (n = 21, e = 20), KRASmut/CDX2 loss 11 months (n = 4, e = 4), BRAFmut/CDX2 loss 8 months (n = 18, e = 18). (E) Median PFS according to tumor molecular alterations in patients given first-line combination chemotherapy: double wild type 10 months (n = 88, e = 85), KRASmut/CDX2 expressed 8 months (n = 83, e = 78), BRAFmut/CDX2 expressed 9 months (n = 21, e = 20), KRASmut/CDX2 loss 2 months (n = 4, e = 4), BRAFmut/CDX2 loss 4 months (n = 18, e = 18). n, number; e, events; double wild type: KRAS and BRAF wild type; BRAFmut, BRAF mutation; KRASmut, KRAS mutation; HR, hazard ratio; CI, confidence interval; CDX2–, CDX2 loss; CDX2+, CDX2 expression.
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FIGURE 5. Median overall survival (OS), progression-free survival (PFS), and response rate if given first-line mono- or combination chemotherapy according to tumor CDX2 status in a population-based Scandinavian cohort of metastatic colorectal cancer. Kaplan–Meier curves were calculated with log-rank test for p-value and univariate Cox regression for HR and 95% CI. (A) Median OS in patients with CDX2 loss. (B) Median OS in patients with CDX2 expressed. (C) Median PFS in patients with CDX2 loss. (D) Median PFS in patients with CDX2 expressed. (E) Response rate (%) after first-line combination chemotherapy according to CDX2 status. n, number; e, events; HR, hazard ratio; CI, confidence interval; CR, complete response; PR, partial response; SD, stable disease; PD, progressive disease.


In further subgroup survival analyses, we selected patients given first-line combination chemotherapy to eradicate potential treatment selection bias (Figure 4D). In patients with double (KRAS and BRAF) wild-type tumor, median OS was 10 months if CDX2 loss (n = 10) compared to 27 months if CDX2 expressed (n = 77) (p = 0.576). Patients with KRASmut tumor had median OS of 11 months if CDX2 loss (n = 4) compared to 21 months if CDX2 expressed (n = 83) (p = 0.007). Patients with BRAFmut tumors had median OS of 8 months if CDX2 loss (n = 18) compared to 21 months if CDX2 expressed (n = 21) (p = 0.008). Owing to selection of patients treated with combination chemotherapy, we had few patients in some subgroups, particularly of cases with KRASmut and CDX2 loss. However, when analyzing all KRASmut cases, regardless of treatment, median OS was only 2 months if CDX2 loss (n = 16) compared to 13 months if CDX2 expressed (n = 163) (p < 0.001). The negative prognostic effect of CDX2 loss was also significant when analyzing all BRAFmut cases, with 6 months median OS if CDX2 loss (n = 51) compared to 10 months if CDX2 expressed (n = 45) (p = 0.008) (Figure S1). In patients treated with first-line chemotherapy, the negative prognostic potential of CDX2 loss was seen regardless of BRAF, KRAS, and MSI status (Figure S2), however with few patients in some of the subgroups. CDX2 loss was a poor prognostic marker regardless of tumor side (left-sided 12 vs. 25 months and right-sided 8 vs. 22 months median OS, p < 0.001) and tumor grade (poorly differentiated 6 vs. 20 months, p < 0.001 and well/moderately differentiated 14 vs. 25 months median OS, p = 0.002) in patients treated with first-line combination chemotherapy. Elderly given first-line chemotherapy had a median OS of 9 months if CDX2 loss compared to 15 months if CDX2 expressed (p = 0.048).

In multiple Cox regression analyses, with known prognostic factors for mCRC survival, both CDX2 loss and BRAFmut (among others) were statistically significant associated with reduced OS. CDX2 loss, MSI-H, BRAFmut, and KRASmut (among others) with shorter PFS (Table 2).


Table 2. Results from multiple Cox regression of overall survival and progression-free survival in a population-based Scandinavian cohort of metastatic colorectal cancer patients.
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DISCUSSION

This is the largest study of incidence of CDX2 loss and its correlation to treatment and survival in a population-based cohort of mCRC and the first study that also corrects for the prognostic markers MSI, BRAF, and KRAS status in the analyses. The generally poor survival in our cohort is comparable to Scandinavian cancer registries (3) and the American SEER database during the same time period (20), reflecting our unselected population of mCRC. A recent study confirms the low median OS of mCRC patients in the general population compared to phase III trial results (4). Our real-world data shows that mCRC patients who have non-resectable metastatic disease with CDX2 loss have a worse prognosis, receive less first- and second-line chemotherapy with less benefit and rarely receive secondary surgery.

The incidence of CDX2 loss was 19%, comparable to previous published results on stage IV CRC patients in population-based cohort studies (8, 15). Others have reported lower frequency of CDX2 loss, but most of these studies have very few patients with stage IV disease (21, 22). Two recent mCRC studies showed only 3–6% CDX2 loss, probably reflecting the selection of patients with better prognosis into clinical trials (10) and patients treated at the Mayo Clinic (9) compared to our population-based cohort. CDX2 loss was significantly associated with poor prognostic markers such as MSI-H, BRAFmut, right-sided tumors, and poor differentiation, in accordance with previous reports (8, 12, 15). In our study, we demonstrate that CDX2 loss is an independent negative prognostic tumor marker, even after correcting for these known prognostic factors.

BRAFmut is considered the clinically most important negative prognostic marker in mCRC (23, 24). Both BRAFmut and KRASmut are poor prognostic markers after liver (25–27) and lung surgery (28) and after cytoreductive surgery with hyperthermic intraperitoneal chemotherapy (29). BRAFmut has therefore been suggested to be one of the factors to consider before metastatic surgery. However, in the clinic, it has been observed that some patients with BRAFmut tumors have a relatively long survival, despite the mutational status. This was recently explored in study of 395 BRAFmut mCRCs, where clinical prognostic markers defined three vastly different prognostic groups (30). Our study may, at least in part, explain this as it demonstrates that CDX2 expression defines a new prognostic subgroup in patients with BRAFmut (53%) with a much better prognosis, comparable to wild-type patients. We also verify that CDX2 loss is a poor prognostic marker in this subgroup, as demonstrated in a very recently published study (31).

Loss of CDX2 expression also defines a smaller group (9%) of KRASmut cases with a worse prognosis, but this needs to be validated due to few cases in our cohort. These results could have clinical implications when considering treatment strategies for such patients, and further studies of patients undergoing curative metastasis surgery should evaluate if CDX2 status could impact on the negative prognosis of BRAFmut and KRASmut. CDX2 loss has also recently been demonstrated as a negative prognostic marker after liver metastasectomy, but this study did not correct for KRAS or BRAF mutation status (11). According to our results, it is a reason to believe that CDX2 loss could be a negative prognostic marker for these patients regardless of mutational status, but due to small numbers in our subgroup analysis, particularly in cases with KRASmut and CDX2 loss, this needs to be verified in larger study cohorts.

Recent retrospective studies of stage II–III CRC report CDX2 loss as a potential predictor of benefit from adjuvant chemotherapy (7, 8). In the metastatic situation, the predictive effect of CDX2 loss seems rather to be the opposite (8, 9, 11). In our study, patients with CDX2 loss had poorer survival and response to chemotherapy with more often immediate disease progression on first-line combination chemotherapy, shorter PFS, and few made it to second-line treatment or secondary surgery. This might indicate that patients with CDX2 loss should have a different treatment regimen. An intuitive approach would be, as for BRAFmut tumors, to use triple combination therapy (32). Only a few patients were included in our subgroup analyses, however, no increased OS benefit of using doublet chemotherapy vs. monotherapy was seen in patients with CDX2 loss. It is therefore not sure that these patients will benefit from a more intensified chemotherapy regimen. Further studies on new treatment regimens in this subgroup of patients are clearly warranted, as they might need a completely different treatment approach.

The recently updated National Comprehensive Cancer Network guidelines recommend addition of BRAF inhibitors to standard second-line treatment in patients with BRAFmut tumors (33). Encouraging data have been published on EGFR-, BRAF-, and MEK-inhibitor combination treatment of patients with BRAFmut mCRC (34). However, far from all patients benefit substantially from this treatment, and it could be relevant to study if the benefit of this regimen depends on CDX2 status. Tumor MSI status is used as a predictive marker for immunotherapy effect in mCRC patients, and checkpoint inhibitors are currently recommended as second-line treatment for patients with MSI-H tumor according to the National Comprehensive Cancer Network guidelines (33). Since CDX2 loss is associated with MSI-H status and both are poor prognostic markers with poor response to standard chemotherapy in mCRC, future studies should also evaluate if the effect of checkpoint inhibitors may vary according to CDX2 status.



LIMITATIONS

As this is a population-based study, patients with both poorer performance status, older age, and comorbidity are included, and results are therefore difficult to compare with patients included in phase III clinical trials. It is also difficult to assess the predictive effect of CDX2 in our cohort, as patients not given chemotherapy are in the worst prognostic group. Although this is a population-based study, we know that patients who did not have tumor tissue available to perform TMA, and therefore not included in the biomarker analysis, have a particularly poor prognosis (16). To remove treatment selection bias, we chose to select patients treated with first-line and first-line combination chemotherapy for further subgroup survival analyses. In some of the biomarker subgroup analyses, we therefore had few patients, which could affect the results. Our molecular analyses were mainly performed on tissue from primary tumor and not the metastatic site; however, most studies of tumor molecular alterations show high concordance between primary tumor and metastases (35). Furthermore, the evaluation of CDX2 was based on IHC analysis on small TMA sections. Although two samples were taken from each tumor, the possibility of intratumoral heterogeneity cannot be excluded. Finally, the studied patient cohort is more than 10 years old. Treatment options for mCRC patients has, however, not changed much during this time period, although today we treat more fit patients with intensified chemotherapy regimens as well as metastasectomy. There are also recent data from a Dutch population-based synchronic mCRC series reporting no difference in median OS during the past 10 years (4).



CONCLUSIONS

In an unselected cohort of mCRC, CDX2 loss is an independent negative prognostic marker for survival. CDX2 loss indicates poor response and less survival benefits from standard chemotherapy in the metastatic situation, and effort is needed in finding new treatment regimens for this subgroup of patients. Expression of CDX2 defines a new subgroup of BRAFmut cases with a much better prognosis. Loss of CDX 2 also defines a smaller group of KRASmut cases with a worse prognosis. CDX2 status may therefore be clinically relevant for a choice of treatment strategy.



DATA AVAILABILITY STATEMENT

The datasets generated for this study are available on request to the corresponding author.



ETHICS STATEMENT

The studies involving human participants were reviewed and approved by Regional Committee for Medical and Health Research Ethics—REC West (Norway), Regional Ethical Committee Uppsala (Sweden) and The Regional Scientific Ethical Committees for Southern Denmark (Denmark). The patients/participants provided their written informed consent to participate in this study.



AUTHOR CONTRIBUTIONS

HS, PP, and BG designed the study and was responsible for patient collection. AD investigated all histological slides and was with FP, P-HE, and AM responsible for all IHC annotation. MS was responsible for the molecular analyses. KA and GE made the statistical analyses. KA drafted the manuscript with HS. All authors contributed to manuscript revision and approved the submitted version.



FUNDING

Grants from Lions Cancer Foundation (Uppsala, Sweden), Selanders stiftelse (Sweden), Akademiska Sjukhuset (Uppsala, Sweden), Cancerfonden (Sweden), and kreftforeningen (Norway) have enabled tissue handling, lab equipment, and analysis. University of Bergen was funding the current Ph.D. position of corresponding author and will sponsor an open access publication fee.



ACKNOWLEDGMENTS

We thank Randi Eikeland (Haukeland University Hospital, Bergen, Norway) for data management.



SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found online at: https://www.frontiersin.org/articles/10.3389/fonc.2020.00008/full#supplementary-material



REFERENCES

 1. Arnold M, Sierra MS, Laversanne M, Soerjomataram I, Jemal A, Bray F. Global patterns and trends in colorectal cancer incidence and mortality. Gut. (2017) 66:683–91. doi: 10.1136/gutjnl-2015-310912

 2. Torre LA, Bray F, Siegel RL, Ferlay J, Lortet-Tieulent J, Jemal A. Global cancer statistics, 2012. CA Cancer J Clin. (2015) 65:87–108. doi: 10.3322/caac.21262

 3. Sorbye H, Cvancarova M, Qvortrup C, Pfeiffer P, Glimelius B. Age-dependent improvement in median and long-term survival in unselected population-based Nordic registries of patients with synchronous metastatic colorectal cancer. Ann Oncol. (2013) 24:2354–60. doi: 10.1093/annonc/mdt197

 4. Hamers P, Bos ACRK, May AM, Punt CJA, Koopman M, Vink GR. Recent changes in overall survival of real-life stage IV colorectal cancer patients. J Clin Oncol. (2019) 37(Suppl. 15):3522. doi: 10.1200/JCO.2019.37.15_suppl.3522

 5. Werling RW, Yaziji H, Bacchi CE, Gown AM. CDX2, a highly sensitive and specific marker of adenocarcinomas of intestinal origin: an immunohistochemical survey of 476 primary and metastatic carcinomas. Am J Surg Pathol. (2003) 27:303–10. doi: 10.1097/00000478-200303000-00003

 6. Tomasello G, Barni S, Turati L, Ghidini M, Pezzica E, Passalacqua R, et al. Association of CDX2 expression with survival in early colorectal cancer: a systematic review and meta-analysis. Clin Colorectal Cancer. (2018) 17:97–103. doi: 10.1016/j.clcc.2018.02.001

 7. Dalerba P, Sahoo D, Paik S, Guo X, Yothers G, Song N, et al. CDX2 as a prognostic biomarker in stage II and stage III colon cancer. N Engl J Med. (2016) 374:211–22. doi: 10.1056/NEJMoa1506597

 8. Bruun J, Sveen A, Barros R, Eide PW, Eilertsen I, Kolberg M, et al. Prognostic, predictive and pharmacogenomic assessments of CDX2 refine stratification of colorectal cancer. Mol Oncol. (2018) 12:1639–55. doi: 10.1002/1878-0261.12347

 9. Zhang BY, Jones JC, Briggler AM, Hubbard JM, Kipp BR, Sargent DJ, et al. Lack of caudal-type homeobox transcription factor 2 expression as a prognostic biomarker in metastatic colorectal cancer. Clin Colorectal Cancer. (2017) 16:124–8. doi: 10.1016/j.clcc.2016.09.003

 10. Neumann J, Heinemann V, Engel J, Kirchner T, Stintzing S. The prognostic impact of CDX2 correlates with the underlying mismatch repair status and BRAF mutational status but not with distant metastasis in colorectal cancer. Virchows Arch. (2018) 473:199–207. doi: 10.1007/s00428-018-2360-y

 11. Shigematsu Y, Inamura K, Yamamoto N, Mise Y, Saiura A, Ishikawa Y, et al. Impact of CDX2 expression status on the survival of patients after curative resection for colorectal cancer liver metastasis. BMC Cancer. (2018) 18:980. doi: 10.1186/s12885-018-4902-8

 12. Bae JM, Lee TH, Cho NY, Kim TY, Kang GH. Loss of CDX2 expression is associated with poor prognosis in colorectal cancer patients. World J Gastroenterol. (2015) 21:1457–67. doi: 10.3748/wjg.v21.i5.1457

 13. Hansen TF, Kjaer-Frifeldt S, Eriksen AC, Lindebjerg J, Jensen LH, Sorensen FB, et al. Prognostic impact of CDX2 in stage II colon cancer: results from two nationwide cohorts. Br J Cancer. (2018) 119:1367–73. doi: 10.1038/s41416-018-0285-5

 14. Olsen J, Espersen ML, Jess P, Kirkeby LT, Troelsen JT. The clinical perspectives of CDX2 expression in colorectal cancer: a qualitative systematic review. Surg Oncol. (2014) 23:167–76. doi: 10.1016/j.suronc.2014.07.003

 15. Lundberg IV, Edin S, Eklof V, Oberg A, Palmqvist R, Wikberg ML. SOX2 expression is associated with a cancer stem cell state and down-regulation of CDX2 in colorectal cancer. BMC Cancer. (2016) 16:471. doi: 10.1186/s12885-016-2509-5

 16. Sorbye H, Dragomir A, Sundstrom M, Pfeiffer P, Thunberg U, Bergfors M, et al. High BRAF mutation frequency and marked survival differences in subgroups according to KRAS/BRAF mutation status and tumor tissue availability in a prospective population-based metastatic colorectal cancer cohort. PLoS ONE. (2015) 10:e0131046. doi: 10.1371/journal.pone.0131046

 17. Uhlen M, Fagerberg L, Hallstrom BM, Lindskog C, Oksvold P, Mardinoglu A, et al. Proteomics. Tissue-based map of the human proteome. Science. (2015) 347:1260419. doi: 10.1126/science.1260419

 18. Aasebo KO, Dragomir A, Sundstrom M, Mezheyeuski A, Edqvist PH, Eide GE, et al. Consequences of a high incidence of microsatellite instability and BRAF-mutated tumors: a population-based cohort of metastatic colorectal cancer patients. Cancer Med. (2019) 8:3623–35. doi: 10.1158/1538-7445.AM2018-2610

 19. Zlobec I, Terracciano L, Jass JR, Lugli A. Value of staining intensity in the interpretation of immunohistochemistry for tumor markers in colorectal cancer. Virchows Arch. (2007) 451:763–9. doi: 10.1007/s00428-007-0466-8

 20. SEER*Explorer (2003). Available online at: https://seer.cancer.gov/explorer/application.php?site=20&data_type=4&graph_type=2&compareBy=sex&chk_sex_1=1&chk_race_1=1&chk_age_range_1=1&chk_stage_106=106&chk_time_interval_1=1&advopt_precision=1&advopt_display=1&showDataFor=race_1_and_age_range_1_and_stage_106_and_time_interval_1 (accessed January 10, 2019). 

 21. Olsen J, Eiholm S, Kirkeby LT, Espersen ML, Jess P, Gogenur I, et al. CDX2 downregulation is associated with poor differentiation and MMR deficiency in colon cancer. Exp Mol Pathol. (2016) 100:59–66. doi: 10.1016/j.yexmp.2015.11.009

 22. Hong KD, Lee D, Lee Y, Lee SI, Moon HY. Reduced CDX2 expression predicts poor overall survival in patients with colorectal cancer. Am Surg. (2013) 79:353–60.

 23. Seligmann JF, Fisher D, Smith CG, Richman SD, Elliott F, Brown S, et al. Investigating the poor outcomes of BRAF-mutant advanced colorectal cancer: analysis from 2530 patients in randomised clinical trials. Ann Oncol. (2017) 28:562–8. doi: 10.1093/annonc/mdw645

 24. Tejpar S, Stintzing S, Ciardiello F, Tabernero J, Van Cutsem E, Beier F, et al. Prognostic and predictive relevance of primary tumor location in patients with RAS wild-type metastatic colorectal cancer: retrospective analyses of the CRYSTAL and FIRE-3 trialsrelevance of tumor location in patients with colorectal cancerrelevance of tumor location in patients with colorectal cancer. JAMA Oncol. (2017) 3:194–201. doi: 10.1001/jamaoncol.2016.3797

 25. Gagniere J, Dupre A, Gholami SS, Pezet D, Boerner T, Gonen M, et al. Is hepatectomy justified for BRAF mutant colorectal liver metastases?: a multi-institutional analysis of 1497 patients. Ann Surg. (2018) 271:147–54. doi: 10.1097/SLA.0000000000002968

 26. Margonis GA, Buettner S, Andreatos N, Kim Y, Wagner D, Sasaki K, et al. Association of BRAF mutations with survival and recurrence in surgically treated patients with metastatic colorectal liver cancer. JAMA Surg. (2018) 153:e180996. doi: 10.1001/jamasurg.2018.0996

 27. Brudvik KW, Mise Y, Chung MH, Chun YS, Kopetz SE, Passot G, et al. RAS Mutation predicts positive resection margins and narrower resection margins in patients undergoing resection of colorectal liver metastases. Ann Surg Oncol. (2016) 23:2635–43. doi: 10.1245/s10434-016-5187-2

 28. Renaud S, Romain B, Falcoz PE, Olland A, Santelmo N, Brigand C, et al. KRAS and BRAF mutations are prognostic biomarkers in patients undergoing lung metastasectomy of colorectal cancer. Br J Cancer. (2015) 112:720–8. doi: 10.1038/bjc.2014.499

 29. Schneider MA, Eden J, Pache B, Laminger F, Lopez-Lopez V, Steffen T, et al. Mutations of RAS/RAF proto-oncogenes impair survival after cytoreductive surgery and HIPEC for peritoneal metastasis of colorectal origin. Ann Surg. (2018) 268:845–53. doi: 10.1097/SLA.0000000000002899

 30. Loupakis F, Intini R, Cremolini C, Orlandi A, Sartore-Bianchi A, Pietrantonio F, et al. A validated prognostic classifier for V600EBRAF-mutated metastatic colorectal cancer: the ‘BRAF BeCool' study. Eur J Cancer. (2019) 118:121–30. doi: 10.1016/j.ejca.2019.06.008

 31. Loupakis F, Biason P, Prete AA, Cremolini C, Pietrantonio F, Pella N, et al. CK7 and consensus molecular subtypes as major prognosticators in V600EBRAF mutated metastatic colorectal cancer. Br J Cancer. (2019) 121:593–9. doi: 10.1038/s41416-019-0560-0

 32. Cremolini C, Loupakis F, Antoniotti C, Lupi C, Sensi E, Lonardi S, et al. FOLFOXIRI plus bevacizumab versus FOLFIRI plus bevacizumab as first-line treatment of patients with metastatic colorectal cancer: updated overall survival and molecular subgroup analyses of the open-label, phase 3 TRIBE study. Lancet Oncol. (2015) 16:1306–15. doi: 10.1016/S1470-2045(15)00122-9

 33. NCCN (2019). Colon Cancer (Version 2.2019). Available online at: https://www.nccn.org/professionals/physician_gls/pdf/colon.pdf (accessed August 21, 2019).

 34. Van Cutsem E, Huijberts S, Grothey A, Yaeger R, Cuyle PJ, Elez E, et al. Binimetinib, encorafenib, and cetuximab triplet therapy for patients With BRAF V600E-mutant metastatic colorectal cancer: safety lead-in results from the phase III BEACON colorectal cancer study. J Clin Oncol. (2019) 37:1460–9. doi: 10.1200/JCO.18.02459

 35. Blank A, Roberts DE II, Dawson H, Zlobec I, Lugli A. Tumor heterogeneity in primary colorectal cancer and corresponding metastases. does the apple fall far from the tree? Front Med. (2018) 5:234. doi: 10.3389/fmed.2018.00234

Conflict of Interest: The authors declare that the research was conducted in the absence of any commercial or financial relationships that could be construed as a potential conflict of interest.

Copyright © 2020 Aasebø, Dragomir, Sundström, Mezheyeuski, Edqvist, Eide, Ponten, Pfeiffer, Glimelius and Sorbye. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.



OPS/images/fonc-10-00008-g005.gif
¢

Progrossionfres survival

Cox2 loss only. e COX2 oxprossion only
] ol
s ol
Monoheragy =12 H
s .
T £
H B
el e et
.
I | oy
o7 s SS%H
ke i
089045, 1.78) o8| o

Time (monte)

[rrr—

e

Time (ronte)

mCR/PR SO mPD

Coxo- TN
oz TS





OPS/images/fonc-10-00008-t001.jpg
Characteristics*

Patients  Missing CDX2-

CDX2+ CDX2-vs.

with CDX2 CDX2+
status p-value
Total number (%) 462 87(19) 365(81)
Age inyears, median 70 (680, 70(665, 70(67.8, 0957
(95% CI) 702) 715 703
Age > T5years,n (%) 165(34) 31(36) 124(34) 0802
Female, n (%) 229 (51) 50(58) 179(49)  0.189
PSWHO > 1,n (%) 152 (34) 3743 115082 0058
Right sided, n (%) 177 (40) 7 52(60) 125(35) <0001
Liver metastases, n (%) 287 (64) 49(56) 238(65)  0.137
Liver only, n (%) 118 (26) 14(16) 104(29) 0018
Lung metastases, n (%) 113 (25) 14(16) 99@7) 0038
Lymph node 131 (29) 37(43) 94(26) 0003
metastases, n (%)
Peritoneal metastases, 88 (20) 23(26) 65(18) 0072
n (%)
>1 metastatic site, n 262 (58) 55(63) 207(57) 0280
(%)
Synchronous 244 (54) 54(62) 190(52) 0095
metastases, n (%)
ALP high, n (%) 202(56) 55  43(60) 179(65) 0513
Primary tumor 414(92) 80(92) 881(92)  1.000
resected, n (%)
Tumor grade 1, n (%) 55(13) 15 7(8) 48(14) <0.001
2,n (%) 288 (66) 39 (47) 249(70)
3.n(%) 9422 37(4s)  57(16)
KRAS mutation, n (%) 179 (41) 15 16(19) 163(46) <0.001
BRAF mutation, n (%) 96 (21) 9 51(9) 45(12) <0001
Double wild type, n (%) 164 (38) 15 18(21) 146(41)  0.001
MSI-H, n (%) 35(8) 11 21@6) 14(4)  <0.001
BRAFmMUYMSI-H, n (%) 80(7) 16 18(23) 12(3) <0.001
BRAFmUYMSS, n (%) 66 (15) 33(42)  83(9)
BRAFW/MSI-H, n (%) 5(1) 3@ 2(1)
BRAFWUMSS, n (%) 336(77) 25(32) 811(87)
Curative metastasis 33(7) 1 1) 8219 0019
surgery, n (%)
First-line 281 (62) 46(53) 285(64) 0050
chemotherapy, n (%)
Combination, n (%) 217 (7) 34(74) 183(78) 0567
Monotherapy, n (%) 64 (23) 12(26) 52(22)
Second-line 162 (36) 1 20(28) 142(89)  0.008
chemotherapy, n (%)
Third-line 72 (16) 1 2@ 70(19) <0.001
chemotherapy, n (%)
BSC only,n (%) 170 (38) 4147) 120(85) 0049

CDX2-, CDX2 loss; CDX2+, CDX2 expression; MSI-H, microsatelite instable high;
MSS, microsateliite stable; PS ECOG, performance status score developed by Eastern
Cooperative Oncology Group; Right sided, site of colon cancer in ascending colon and
transversum; Left sided, site of colon cancer in descending colon, sigmoid, and rectum;
Metastases, at time of diagnosis of metastatic disease; Synchronous metastases, within
6 months after initial diagnose; ALP high, alkaline phosphatase >105 U/L; Double wild
type, both BRAF and KRAS wild type; BRAFmut, BRAF mutated; BRAFwt, BRAF wild
type; BSC, best supportive care; p-value, chi-square test except for age (t-test).

*Percentage is calculated without missing values. Owing to rounding, not all percentages

are 100 in total.
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Overall survival*

Progression-free survi

(n =357, e = 341) after first-line
chemotherapy
(n =245, ¢ = 235)
Variable HR 95% ClI p-value HR 95% Cl  p-value
Female 085 (068,103 0148 094 (072,1.28) 0655
AGE>T5years 1.04 (0.74,1.46) 0844 159  (1.02,2.46) 0.039
PSWHO > 1 1.78 (1.36,2.34) <0.001 202 (1.39,2.93) <0.001
Rightsided 106 (0.82,137) 0662 075 (056,1.04) 0.081
tumor
Tumorgrade 1.66 (1.22,225) 0001 155  (1.08,223) 0019
Primary tumor 114 (0.65,2.00) 0657  1.65  (092,2.97) 0,095
resected
Synchronous: 0.70 (0.55,0.88) 0.002 0.75 (0.56,1.01)  0.056
metastases
>1 organ 134 (1.02,1.76) 0038 147 (100,215 0049
metastases
Liver only 119 (087,162) 0271 140 (0.91,2.16) 0.125
Curative 032 (020,052 <0001 038  (0.24,062) <0.001
metastasis
surgery
ALP high 198 (1.55,254) <0001 155  (1.15,200) 0004
First-line 0.37 (0.25,0.53) <0.001 ni.
chemotherapy
MSI-H 138 (083,230) 0212 208  (1.06,4.08 0032
KRAS mutation 1.25 (0.97,1.62) 0088 1.62 (1.17,2.23) 0.003
BRAF mutation 1.62 (1.11,235) 0012  1.63  (1.04,256) 0,032
CDX2 loss 160 (105,215 0027 154  (1.00,2:35) 0.049

n, number of patients; e, number of events; HR, hazerd ratio; Cl, confidence interval;
p value, from likelihood ratio test; PS ECOG, performance status score developed
by Eastern Cooperative Oncology Group; Right-sided tumor, site of colon cancer in
ascending colon nd transversum; Synchronous metasteses, within 6 months after initil
dlagnose; ALP high, alkaline phosphatase > 105 U/L; MSI-H, microsatellte instable high;

n.i., not included.

“CEA > 4 and LDH high was also statistically significant when included in the muitiple
regression model but were excluded from the analysis due to many missing values.
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