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Objective: Determine the presence and prognostic value of human papillomavirus (HPV),
Epstein-Barr virus (EBV), Merkel cell polyomavirus (MCPyV), and cell cycle proteins in
head and neck squamous cell carcinoma (HNSCC) of non-smokers and non-drinkers
(NSND).

Methods: Clinical characteristics and tumors of 119 NSND with HNSCC were
retrospectively collected and analyzed on tissue microarrays. RNAscope in situ
hybridization (ISH) was used to screen for the presence of HPV and MCPyV mRNA.
Immunohistochemistry was performed for expression of p16 as surrogate marker for
HPV, Large T-antigen for MCPyV, and cell cycle proteins p53 and pRb. Positive virus
results were confirmed with polymerase chain reaction. For EBV, EBV encoded RNA ISH
was performed. Differences in 5-year survival between virus positive and negative tumors
were determined by log rank analysis.

Results: All oropharyngeal tumors (OPSCC) (n = 10) were HPV-positive, in addition to one
oral (OSCC) and one nasopharyngeal tumor (NPSCC). The other three NPSCC were EBV-
positive. MCPyV was not detected. Patients with HPV or EBV positive tumors did not have
a significantly better 5-year disease free or overall survival. Over 70% of virus negative
OSCC showed mutant-type p53 expression.

Conclusion: In this cohort, all OPSCC and NPSCC showed HPV or EBV presence.
Besides one OSCC, all other oral (n = 94), hypopharyngeal (n = 1), and laryngeal (n = 9)
tumors were HPV, EBV, and MCPyV negative. This argues against a central role of these
viruses in the ethiopathogenesis of tumors outside the oro- and nasopharynx in NSND. So,
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for the majority of NSND with virus negative OSCC, more research is needed to understand
the carcinogenic mechanisms in order to consider targeted therapeutic options.

Keywords: head and neck cancer, human papillomavirus, Epstein—-Barr virus, polyomavirus, non-smokers, non-
drinkers, cell cycle protein, in situ hybridization

INTRODUCTION

Viruses play an increasing role in head and neck squamous cell
carcinoma (HNSCC). High-risk human papillomavirus (HPV)-
positive oropharyngeal squamous cell carcinoma (OPSCC) has
been identified as an entity with a different carcinogenesis than
traditional HNSCC resulting from excessive tobacco and alcohol
consumption. HPV is also an independent prognostic factor for a
better disease free survival (DFS) and overall survival (OS),
which has led to a down staging of these tumors in the eighth
edition of the American Joint Committee on Cancer (AJCC) and
union for International Cancer Control tumor-node-metastasis
(TNM) classification (1-3). Because of the better prognosis, de-
escalation strategies are proposed for HPV-positive OPSCC
patients (4). The prevalence of HPV-positive OPSCC is rising
in the Western World. A HPV prevalence above 50% has already
been reported in America, Europe, and Australia, based on HPV
DNA in combination with either E6*I mRNA or pl6
immunohistochemistry (IHC) detection (5, 6). Combining
these HPV detection methods has been recommended because
only OPSCC with transcriptionally active HPV is related to a
better survival compared to biologically inactive infections (7, 8).

Another virus known for its carcinogenic potential in the
head and neck region is the Epstein-Barr virus (EBV). EBV has a
strong association with nasopharyngeal squamous cell
carcinoma (NPSCC), approaching a prevalence of 100% in
these tumors, and is endemic in Southern China, Southeast
Asia, Northern Africa, and the Mediterranean basin (9, 10). It
is suggested to cause an immunosuppressive microenvironment
in these tumors, among others via PD-L1 overexpression,
making these patients interesting candidates for checkpoint
blockade therapy (10). Detection of EBV presence can be
performed reliably with EBV encoded RNA (EBER) in situ
hybridization (ISH) (9, 11).

Lately, besides these acknowledged oncogenic viruses,
there is attention for polyomaviruses in HNSCC. Merkel cell
polyomavirus (MCPyV) has not only been detected by digital
transcriptome subtraction and polymerase chain reaction (PCR)
in up to 80% of Merkel cell carcinoma of the skin, but also in
non-malignant tonsillar tissue, oral squamous cell carcinoma
(OSCQ), and pharyngeal cancer, with a reported prevalence of
23, 6.6-29, and 50% respectively (12-17). Although it was
thought not to play a role in oral carcinogenesis because of low
viral loads detected with quantitative real-time PCR, the presence
of MCPyV appears to be predictive for a better DFS (16).

Cell cycle deregulation plays a central role in head and neck
carcinogenesis, with frequent inactivation of TP53 and CDKN2A,
leading to cell proliferation and prevention of apoptosis, among
others. In HPV-related OPSCC, HPV integration in the host cell
DNA genome leads to deregulation of oncoproteins E6 and E7,

resulting in inactivity of p53 and retinoblastoma tumor suppressor
gene product pRb, respectively. The negative feedback of pRb
inactivation leads to p16 overexpression (18). In EBV infected
NPSCC, it has been suggested that the cell cycle pathway is the
most deregulated pathway, promoting the progression of the G1/S
phase via inhibition of p16 expression and pRb overexpression
(19). For MCPyV, oncogenetic transformation requires both
integration of the viral genome into the host genome and
truncation of the Large T-antigen (LTAg) to render the viral
genome replication deficient (20). LTAg mutations disrupt the
DNA binding domain and the helicase domain distal to the pRb-
binding motif, thereby promoting cell cycle progression by
retaining its ability to bind to pRb (20, 21).

There is a small group of HNSCC patients without any
exposure to the traditional risk factors. The mechanisms
underlying carcinogenesis in these non-smokers and non-
drinkers (NSND) remain largely unclear, but a significant role
of oncogenic viruses would be expected. Indeed, a higher
prevalence of HPV in these tumors has been reported in
several studies, though in small numbers of patients (22-25).
Therefore, the goal of this study was to determine the presence of
HPV, EBV, and MCPyV in a series of 119 well-characterized
NSND with HNSCC. Secondary analyses evaluate differences in
tumor suppressor proteins pl6, p53, and pRb expression
regarding viral presence and whether the presence of these
viruses is predictive for a better DFS and OS.

MATERIALS AND METHODS

Patients

Consecutive patients with HNSCC were selected at the University
Medical Center Utrecht (UMCU) and Maastricht University
Medical Center (MUMC). In the UMCU, patients were
prospectively selected between 1980 and 2004, as described
previously (26). In the MUMC, HNSCC patients have been
selected retrospectively between 2011 and 2016, in addition to
all patients with OPSCC between 2003 and 2010. Inclusion
criteria were: >18-years-old NSND patients with HNSCC,
available formalin fixated and paraffin embedded (FFPE) tumor
tissue, and >2 years follow up. Patient characteristics, risk factors,
World Health Organization tumor classification, AJCC seventh
edition staging, and information concerning recurrent disease or
death were collected from the medical records. Non-smoking was
defined as having no history of smoking, non-drinking as having
no history of alcohol consumption (not even ‘sporadic’ alcohol
consumption), as reported in the patients’ medical records during
both their first presentation at the Head and Neck outpatient
clinic, as well as during the anesthesiological screening before
panendoscopy or surgical resection. Patients with a second
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primary tumor in the head and neck region, tumors outside the
upper aerodigestive tract, a cervical metastasis of unknown origin,
or a histopathologic diagnosis other than squamous cell
carcinoma were excluded.

The Medical Ethics Review Committee of the MUMC (2018-
0567) has approved this study and the principles outlined in the
Declaration of Helsinki were followed. All data and tissues were
handled according to General Data Protection Regulation.

Tissue Microarrays

FFPE blocks of either the diagnostic biopsy or tumor resection
were retrieved and hematoxylin and eosin sections were digitally
evaluated with a senior head and neck pathologist (SW or MH),
using Pannoramic viewer (3DHISTEC, Budapest, Hungary). Per
patient, three 0.6mm tumor tissue cores and one normal
epithelium core were selected, placed in a tissue microarray
(TMAs), and cut into 5 pm sections.

RNA In Situ Hybridization
To screen for the presence of HPV and MCPyV mRNA, the
RNAscope 2.5 RED assay kit and HPV-16/18 or V-MCPyV-LT-
ST-Ag probe cocktails (Advanced Cell Diagnostics, Newark,
California) were used according to the manufacturer’s
instructions. In short, TMA sections were deparaffinized and
pretreated with RNAscope Hydrogen Peroxide for 10 min.
Antigen retrieval comprised of boiling the slide sections in the
provided Target Retrieval Reagents solution at 100°C for 15 min.
After washing, the TMAs were dried over night at room
temperature and treated for 30 min with RNAscope Protease
Plus. In situ hybridization was performed applying four droplets
of the provided probes prior to each of the six amplification steps
(30 min at 40°C, 15 min at 40°C, 30 min at 40°C, 15 min at 40°C,
30 min at room temperature, and 15 min at room temperature,
respectively). After each hybridization step, the slides were
washed in the RNAscope wash buffer for 2 min at room
temperature. Subsequent to alkaline phosphatase Fast Red
chromogenic visualization of hybridized probes, the slides were
counterstained with hematoxylin and assessed under a bright
field microscope at 200x magnification. Tissue with at least 1 red
punctate signal dot in the cytoplasm and/or nucleus of malignant
cells was considered to be positive, as suggested by the
manufacturer for genes with an expression level varying
between 1 to >10 copies per cell. Probes for housekeeping gene
transcript human peptidylprolyl isomerase B (Hs-PPIB) and
bacterial dihydrodipicolinate reductase gene (dapB) transcript
were used as positive and negative controls, respectively. As virus
specific positive controls, virus positive tumor tissue was used, in
addition to the HPV-18 positive cell line HeLa, HPV-16 positive
cell lines SiHa and Caski, and MCPyV positive cell lines MKL-1,
MKL-2, and WaGa (Figure 1). Negative controls were tumor
tissue of a virus negative patient, cell lines MKL-1 and MKL-2 for
HPV, and cell lines MCC13 and MCC26 for MCPyV (27).
EBER-ISH was performed using the Dako fluorescein-labeled
EBV peptide nucleic acid (PNA) probe mixture and PNA ISH
Detection kit (Agilent Technologies, Santa Clara, California)
according to the manufacturer’s instructions. Briefly, following
TMA section deparaffinization, target retrieval was performed

with the Dako Omnis ISH Pre-Treatment solution for 5 min.
Subsequently, enzyme pre-treatment was carried out using two
steps of 3 min ethanol 96% application and one step of Dako ISH
Pepsin for 15 min. Once the provided EBER RNA CISH probe
was applied, denaturation at 66°C for 10 min, and hybridization
at 45°C for 90 min followed. The slides were washed with the ISH
Stringent Wash Buffer for 3 min, and the provided reagents were
applied for staining: CISH Endogenous Enzyme Block for 3 min,
Anti-FITc-AP for 30 min, and BCIP-NBT Substrate for 15 min.
Sections were counterstained with Nuclear Fast Red and
analyzed under a bright field microscope at 200x
magnification. Strong blue staining of more than 50% of tumor
nuclei was considered to be positive. In parallel, a probe for
housekeeping gene glyceraldehyde-3-phosphate dehydrogenase
(GAPDH) was used to ensure the presence of mRNA in the TMA
and a case of EBV-positive infectious mononucleosis served as a
positive control (Figure 1).

Immunohistochemistry

Three-um FFPE TMA sections were subjected to IHC, using
primary monoclonal antibodies directed against p16, p53, pRb,
and the LTAg of MCPyV (Table 1). Immunostainings were
performed on a Dako Omnis autostainer (Agilent Technologies)
using the EnVision FLEX+ Mouse (LINKER) kit. In short,
antigen retrieval was performed on the TMA with sodium
citrate-solution (pH 6.0) for p16, or a high pH-buffer (pH 9.0)
for p53, pRb, and MCPyV. Endogenous peroxidase was blocked
with Dako REAL Peroxidase-Blocking Solution prior to 20
minutes of incubation with the primary antibody. Binding of
the antibodies was visualized by an enzymatic reaction with
horseradish peroxidase and 3,3’-Diaminobenzidine as substrate,
producing a brown precipitate (Figure 1). Slides were
counterstained with hematoxylin and evaluated under a bright
field microscope by two independent assessors, blinded for
patients’ clinical characteristics. In case of dissonance between
the assessors, a third assessor evaluated the staining and
agreement was reached by discussion. For pl6, strong
homogenous staining in the cytoplasm and nuclei of >70% of
the tumor cells was considered to be overexpression (28). p53
staining was assessed as 0-mutant type (0% nuclear staining),
mutant-type overexpression (>70% strong nuclear staining in the
non-keratinizing tumor cells), or wild-type (heterogeneous
nuclear staining) (29). For pRb, nuclear staining in <25% of
tumors cells was evaluated as loss of pRb (30). MCPyV LTAg was
considered positive if >10% of nuclei were stained (31). For p16,
a case of HPV-positive OPSCC was used as a control, and for p53
and pRb normal tonsil tissue was used. MCPyV positive cell lines
MKL-1, MKL-2, and WaGa served as positive controls for the
LTAg of MCPyV.

Human Papillomavirus-Specific
Polymerase Chain Reaction

Of patients with a positive result for HPV RNA-ISH and/or p16
IHC, DNA was isolated from eight 5-um FFPE whole tissue
sections with the Maxwell RSC DNA FFPE kit (Promega,
Madison, Wisconsin). DNA concentrations were determined
using the Quantus Fluorometer and the QuantiFluor ONE
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FIGURE 1 | Representative images of RNAscope in situ hybridization on cell lines Caski (A), HelLa (B), and WaGa (C), positive for HPV-16, HPV-18, and
MCPyV, respectively. A positive and negative control with housekeeping gene transcript PPIB (D) and bacterial transcript dapB (G) on the TMA, and a control
patient positive for HPV-16 and MCPyV (E, F). Positive internal control for housekeeping gene GAPDH (H) and a control case of EBV-positive infectious
mononucleosis (l) following Epstein-Barr virus encoded RNA in situ hybridization. Study TMA cores of patients positive for HPV-16 mRNA (at least 1 red
punctate dot per tumor cell), p16 immunohistochemistry (>70% strong brown staining of tumor nuclei and cytoplasm), and EBV mRNA (>50% strong blue
staining of tumor nuclei) are presented in (J-L), respectively. The images were taken at 200x magnification, an area of 100 um2 is marked in each image and 3x
magnified in its top right corner.

TABLE 1 | Immunohistochemistry primary antibodies and evaluation criteria.

Antibody characteristics Source Clone Dilution Retrieval Localization Evaluation criteria

Antibody Company Cut off References

p16 Immunologic Monoclonal, Mouse MX007  1:200 Citrate (pH 6.0) Nuclear and cytoplasmic  >70% (28)

p53 Dako Omnis Monoclonal, Mouse DO-7 Ready-to-use High pH buffer (pH 9.0) Nuclear 0% (29)
>70%

pRb Leica Biosystems Monoclonal, Mouse 13a10  1:100 High pH buffer (pH 9.0) Nuclear >25% (30)

Large T-antigen Santa Cruz Biotechnology Monoclonal, Mouse CM2B4  1:50 High pH buffer (pH 9.0) Nuclear >10% (31)
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dsDNA system (Promega). Next, 250 ng DNA was added to
1 ml SurePath preservative fluid (VWR International,
Amsterdam, Netherlands) and used for HPV-DNA analysis
utilizing the COBAS 4800 platform (Roche, Basel, Switzerland),
according to the manufacturer’s instructions. The COBAS 4800
tests specifically for HPV-16, HPV-18, and a combination of 12
other HR-HPV types (31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,
and 68). Results were considered reliable when the controls
were labeled “valid”. Housekeeping gene 3-globin was used as a
control for the human DNA, in addition to DNA samples of an
HPV-positive and HPV-negative tumor.

Statistical Analysis

Patients were considered to be HPV or MCPyV positive when
the virus was detected with at least two techniques (ISH, IHC
and/or PCR). EBV presence was based on the EBER-ISH result.
Differences in clinical parameters between virus positive and
virus negative patients were evaluated by Mann-Whitney U test
for age because of a non-normal distribution, Fisher’s exact test
for binominal variables (sex, M-stage, recurrence, p16, pRb), and
the Fisher-Freeman-Halton exact test for tumor location, T-
stage, N-stage, and p53 because of expected counts of less than
five. The 5-year DFS and OS were estimated with Kaplan-Meier
curves and differences between virus positive and negative
tumors were determined by log rank test. DFS was defined as
the last date of treatment until the biopsy date of a histologically
proven recurrence or second primary tumor in the head and
neck region. OS was defined as the time between the primary
tumor biopsy date and death. Censoring took place when
patients were lost to follow-up, deceased without recurrent
disease for DFS, or at the cut-off point of 60 months. All

clinical and pathological parameters were assessed in bivariate
analysis regarding survival. Variables with significant (p < 0.05)
or near significant (p < 0.1) relationships were evaluated in
multinomial logistic regression to assess predictors for DFS and
OS. Analyses were performed using IBM SPSS Statistics 25.0
(IMB corp., Armonk, NY) and a p-value of <0.05 was considered
to be statistically significant.

RESULTS

A total of 119 patients were included in this study. These patients
had a median age of 74.9 years (inter quartile range = 14.6 years)
and were mainly women (78%) with a tumor of the oral cavity
(80%) and no regional or distant metastases (66 and 95%,
respectively). Thirty-one patients (26%) had recurrent disease
within 5 years (Table 2).

Human Papillomavirus

ISH on the TMAs showed HPV-16/18 mRNA expression in
tumors of ten patients. All of these tumors showed pl6
overexpression by IHC as well, in addition to five tumors with
no HPV-16/18 mRNA expression. COBAS analysis on HR-HPV
DNA in these 15 patients detected the presence of HPV-16 in ten
tumors and another HR-HPV type in one other case. For patient
61, the quality of the DNA was insufficient for COBAS analysis.
This resulted in a total of 12 tumors being HPV-positive based
on at least two detection techniques (Table 3).

Compared to HPV-negative tumors, HPV-positive tumors
were associated with lower age (67.3 versus 76.2 years old, p =
0.003), oropharyngeal origin (83% versus 0%, p < 0.001), and N2-
stage (58% versus 13%, p = 0.004) (Table 2). All oropharyngeal

TABLE 2 | Comparison of clinical characteristics between human papillomavirus (HPV) and Epstein-Barr virus (EBV) positive and negative head and neck squamous

cell carcinoma in non-smokers and non-drinkers.

Clinical characteristics Total (n = 119) HPV-positive HPV-negative p-value EBV-positive (n =3) EBV-negative (n =116) p-value
(n=12) (n =107)
Age (years) Median (interquartile range) 74.9 (146) 673 (132) 762 (14.7) 0.003 48.0 (NA%) 75.3 (14.1) 0.062
n (%) n (%) n (%) n (%) n (%)

Sex Female 93 (78) 10 (83) 83 (78) 1.0 2 67) 91 (78) 0.53
Male 26 22) 2 ) 24 22) 1 33) 25 22)

Location Hypopharynx 1 0.8) 0 ©) 1 (0.9 <0.001 0 ©) 1 0.9 <0.001
Larynx 9 (7.6) 0 ©) 9 (8.4) 0 () 9 (7.8)
Nasopharynx 4 (8.4 1 8.3 3 (2.8 3 (100) 1 0.9
Oral cavity 95 (80) 1 8.3 94 (88) 0 (©) 95 (82)
Oropharynx 10 (8.4) 10 (83) 0 ©) 0 ©) 10 (8.6)

T-stage 1 33 (28) 3 (25) 30 (28) 0.35 1 (33) 32 (28) 1.0
2 36 (30) 2 (17) 34 (32) 1 (33) 35 (30)
3 13 (11) 3 (25) 10 9.3 0 ©) 13 (11)
4 37 (31) 4 (33) 33 31) 1 (33) 1 (31)

N-stage 0 78 (66) 5 (42) 73 (68) 0.004 0 ©) 78 67) 0.061
1 18 (15) 0 ©) 18 (17) 1 (33) 17 (15)
2 21 (18) 7 (58) 14 (13) 2 67) 19 (16)
3 2 (1.7) 0 ©) 2 (1.9) 0 ©) 2 (1.7)

M-stage 0 113 (95) ihl (92) 102 (95) 0.42 3 (100) 111 (96) 1.0
1 6 (5.0) 1 (8.3) 5 4.7) 0 ©) 5 (4.3)

Recurrence  Yes 31 (26) 2 (17) 29 27) 0.73 2 67) 29 (25) 0.17
No 88 (74) 10 (83) 78 (73) 1 (33) 87 (75)

*Not applicable because of small number of patients.
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TABLE 3 | Demographics and viral analysis results of 15 virus positive tumors in non-smokers and non-drinkers.

Virus Study ID Age (years) Sex Tumor location
HPV 1 56.4 Male Oropharynx
3 53.9 Female Oropharynx
4 71.5 Male Oropharynx
5 76.6 Female Oropharynx
9 69.5 Female Oropharynx
16 68.3 Female Oropharynx
21 71.8 Female Oropharynx
29 57.8 Female Nasopharynx
32 63.5 Female Oral cavity
40 67.9 Female Oropharynx
61 66.6 Female Oropharynx
122 57.9 Female Oropharynx
EBV 6 48.0 Male Nasopharynx
13 47.3 Female Nasopharynx
18 74.6 Female Nasopharynx

T

“ N2 O PrPNONDAE2ONDd2®

N M Recurrence ISH p16 IHC COBAS PCR
2 0 No +* + HPV-16
2 0 No +* + HPV-16
2 0 No +* + HPV-16
2 0 No +* + HPV-16
0 0 No * + HR-HPV
0 0 No +* + HPV-16
2 1 Yes +* + HPV-16
0 0 No +* + HPV-16
0 0 No - + HPV-16
2 0 No +* + HPV-16
0 0 Yes +* + Invalid

2 0 No +* + HPV-16
2 0 Yes +7 NA NA

1 0 No +f NA NA

2 0 Yes +7 NA NA

ISH, in situ hybridization, IHC, immunohistochemistry; PCR, polymerase chain reaction; +, positive; -, negative; *, using RNAscope; f, using EBER-ISH; HR-HPV, high-risk human papilloma

virus; EBV, Epstein-Barr virus;, NA, not applicable.

tumors (n = 10) were HPV-positive, in addition to one OSCC of
the alveolar process and a NPSCC. Although the OSCC case
showed HPV-16 DNA and p16 overexpression, no mRNA was
detected with ISH, neither on the TMA nor on a whole section.

Four of the twelve patients with HPV-positive tumors (33%)
died within five years, two of which had recurrent disease. For
patient 1 there were no details recorded on the cause of death (OS
= 59.6 months), patient 5 died of the complications of an aortic
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valve prosthesis endocarditis (OS = 23.7 months), patient 21
received palliative treatment because of distant metastasis (DFS =
1.6 months), and patient 61 developed liver metastases 20.1
months after initial therapy (Table 3). The presence of HPV
was no predictor for a better DFS or OS (p = 0.33 and p = 0.27,
respectively), compared to HPV-negative HNSCC in NSND
(Figures 2A, B). A younger age at cancer diagnosis (p = 0.008),
T1 stage (p = 0.0047), and NO or N1 stage (both p < 0.001) were
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FIGURE 2 | Kaplan-Meier curves estimating the survival of patients with HPV (A, B) and EBV (C, D) positive and negative tumors. HPV and EBV were no significant
predictors for a better disease free (p = 0.33 and p = 0.11, respectively) or overall survival (p = 0.27 and p = 0.62, respectively).
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TABLE 4 | Multivariable analysis of predictors for 5-year overall survival in non-smokers and non-drinkers with head and neck squamous cell carcinoma.

Parameter Coefficient (B) Standard error Wald X2 OR 95% CI p-value
Lower Upper

Age 0.053 0.020 7.0 1.05 1.0 1.1 0.008

T-stage (reference T4)

T -1.2 0.86 3.9 0.31 0.099 0.99 0.047

T2 -0.67 0.54 1.5 0.51 0.18 1.5 0.22

T3 0.79 0.74 1.1 2.2 0.52 9.4 0.29

N-stage (reference N3)

NO -19 0.59 1081 <0.001 <0.001 <0.001 <0.001

N1 -17 0.78 506 <0.001 <0.001 <0.001 <0.001

N2 -18 0.00 NA <0.001 <0.001 <0.001 NA

NA, not available because of small number of cases.
Nagelkerke R® = 0.35.

TABLE 5 | Expression of cell cycle proteins p16, p53, and pRb in virus positive and negative tumors.

Cell cycle protein Virus Virus p-value HPV-positive HPV-negative p-value EBV-positive EBV-negative p-value
positive negative
n (%) n (%) n (%) n (%) n (%) n (%)
p16 Overexpression 12 (80) 3 (2.9) <0.001 12 (100) 3 (2.8) <0.001 0 ©) 15 (13) 1.0
No overexpression 3 (20) 101 97) 0 0) 104 97) 3 (100) 101 (87)
p53  Mutant-type overexpression 2 (13) 51 (49) 0.002 0 ©) 53 (50)  <0.001 2 67) 51 (44) 0.80
Wild-type ihl (73) 28 27) 10 (83) 29 (27) 1 (33) 38 (33
O-mutant type 2 (13) 25 (24) 2 (17) 25 (23) 0 0) 27 (23)
pRb Positive (preserved expression) 5 33 84 (81) <0.001 2 (17) 87 (81)  <0.001 3 (100) 86 (74) 0.57
Loss 10 (7)) 20 (19) 10 (83) 20 (19 0 (©) 30 (26)

HPV, human papillomavirus; EBV, Epstein-Barr virus.

retained in the best multivariable model as predictors for OS in
HNSCC of NSND (Supplementary table 1, Table 4). The model
explained 35% of the variation (model fit: omnibus test of model
coefficients: X° = 36.0 and p < 0.001; M-stage was omitted because
of low case numbers).

HPV-positive tumors showed significantly more often pl6
overexpression, p53 wild-type expression, and loss of pRb than
HPV-negative tumors (p16: 100 versus 2.8%, p < 0.001; p53: 83
versus 27%, p < 0.001; pRb: 83 versus 19%, p < 0.001) (Table 5).

Epstein-Barr Virus

Three tumors were EBV positive as detected by EBER-ISH.
These patients all had a tumor of the nasopharynx (100 versus
0.9% in EBV-negative tumors, p < 0.001), resulting in virus
positivity of all four nasopharyngeal tumors in this cohort (three
containing EBV and one HPV). Two of the three patients (67%)
with EBV-positive tumors were below 50 years of age and non-
Caucasian (Northern African and East Asian) and they all had
regional metastases (Tables 2, 3).

Patient 6 and 18 were both diagnosed with recurrent disease, the
former with distant metastases 8.3 months after chemoradiotherapy
and the latter with regional metastases 5.5 months after locoregional
radiotherapy, which eventually led to their death. Although this
resulted in a 33% 5-year survival for patients with EBV-positive
tumors, EBV was no significant predictor for DFS or OS in this
cohort, compared to EBV-negative HNSCC (p = 0.11 and p = 0.62,
respectively) (Figures 2C, D).

None of the EBV-positive tumors showed plé6
overexpression, all were positive for pRb and two of the three
tumors (66%) showed p53 mutant-type overexpression. This did
not differ significantly from cell cycle protein expression in EBV-
negative tumors, most probably because of the small number of
EBV-positive tumors (Table 5).

Merkel Cell Polyomavirus
MCPyV was not detected in any of the samples with RNA-ISH or
IHC against the LTAg of MCPyV.

Virus Negative Tumors

None of the squamous cell carcinomas of the oral tongue
(OTSCC) (n = 39), larynx (LSCC) (n = 9), or hypopharynx
(HPSCC) (n = 1) showed involvement of HPV, EBV, or MCPyV.
Except for one tumor of the alveolar process, all other OSCC (n =
54) were virus negative as well (Table 2). Although the patients
with virus negative tumors were relatively old (mean age of 75
years) when being diagnosed with HNSCC, the 5-year OS of
these patients was still 50% (Figure 2).

The three patients with virus negative OSCC containing p16
overexpression all had recurrent disease within 6 months after
surgical resection [a TAN1IMO floor of mouth tumor, after an
irradical resection the patient wished no further treatment
(DES = 0 months), OS = 27.4 months; a T4ANOMO oral cavity
tumor (not otherwise specified), DFS = 5.4 months after
resection, OS = 8.2 months; a T2N1IMO retromolar triangle
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TABLE 6 | Multivariable analysis of predictors for 5-year overall survival in non-smokers and non-drinkers with virus negative oral squamous cell carcinoma.

Wald X2

Parameter Coefficient (B) Standard error OR 95% CI p-value
Lower Upper

Age 0.051 0.022 5.3 1.05 1.0 11 0.021

N-stage (reference N3)

NO -20 0.72 803 <0.001 <0.001 <0.001 <0.001

N1 -18 0.89 414 <0.001 <0.001 <0.001 <0.001

N2 -19 0.00 NA <0.001 <0.001 <0.001 NA

NA, not available because of small number of cases.
Nagelkerke R® = 0.31.

tumor, DFS 4.8 months after resection, OS = 11.8 months]. Two
of these tumors showed loss of pRb expression. A poor DFS
(2.3, 8.8, and 20.3 months) was also found in three other tumors
in this cohort with some pl6 expression (>50%): all OTSCC
with a pRb expression above 50%. Apart from one LSCC, all
tumors with loss of pRb were OSCC (19/20) without any
expression of pl6. A younger age at cancer diagnosis (p =
0.021) and NO or N1 stage (both p < 0.001) were retained in the
best multivariable model as predictors for OS in NSND with
virus negative OSCC (Supplementary Table 2, Table 6). The
model explained 31% of the variation (model fit: omnibus test
of model coefficients: X* = 24.4 and p < 0.001; M-stage and p16
were omitted because of low case numbers).

Over 70% (76/104) of virus negative tumors showed mutant-
type p53 expression, with 0-type mutant expression in 20% (19/
94) of OSCC, 56% (5/9) of LSCC, and 100% (1/1) of HPSCC, and
mutant-type overexpression in 52% (49/94) of OSCC and 22%
(2/9) of LSCC (Table 5). Cell cycle protein expression was no
predictor for a better DFS or OS in patients with virus negative
tumors (data not displayed).

DISCUSSION

The objective of this study was to determine if HPV, EBV, and
MCPyV play a role in head and neck carcinogenesis of NSND,
the role of cell cycle proteins p16, p53, and pRb regarding viral
presence, and the influence of these viruses and proteins on
patient survival. In this cohort of 119 NSND, the ten
oropharyngeal (100%) and four nasopharyngeal (100%) tumors
contained either HPV or EBV. Besides one oral cavity tumor, all
other specimens of the oral cavity, hypopharynx, and larynx were
HPV, EBV, and MCPyV-negative. Virus positivity did not
predict better disease free or overall survival. Regarding cell
cycle protein expression, HPV-positive tumors showed more
pl6 overexpression, wild-type p53 expression, and loss of pRb
compared to HPV-negative tumors. OSCC with >70% pl6
expression had a poor DFS and OS, with loss of pRb in two of
the three cases. The other pRb negative tumors were mainly
OSCC as well and did not show p16 expression. Mutant type p53
expression was observed in over 70% of virus negative HNSCC.

As the worldwide HPV prevalence is rising, a wide range has
been reported in the literature, ranging from 20% in OPSCC
patients from Eastern Asia or Central America, to over 50% in

Europe and Australia, based on HPV DNA combined with E6*1
mRNA or pl6 IHC (5, 6). A recent systematic review specifically
analyzing patients without tobacco or alcohol consumption
reported an OPSCC HPV prevalence of over 60% in non-
smokers and over 40% in non-drinkers, compared to 20% in
smokers and drinkers, based on at least two detection techniques
(combining PCR, ISH, IHC, or sequencing) (25). This is a lower
prevalence than the 100% (10/10) HPV infections of OPSCC in
the current study. Possibly, the low number of OPSCC in the
current study explains the 100% prevalence, as it could be a
coincidence that they were all HPV-positive. Nonetheless, it is
acknowledged that HPV plays an increasingly substantial role in
OPSCC carcinogenesis of patients without the traditional risk
factors. The HPV prevalence of 1.8% (2/109) in non-OPSCC as
found in the current study is comparable to the low prevalence in
other studies (32-35).

In this study, 4.2% (4/95) of OSCC showed p16 overexpression
with IHC, and one of those contained HPV-16 DNA following
COBAS analysis resulting in HPV-positivity according to
detection by two methods. pl6 overexpression could result
from loss of pRb function via structural alterations, or maybe
as a result of other oncogenic viruses affecting pRb expression that
we are not aware of (36). Lechner and colleagues speculated that
high levels of protein p16 could also occur in cells irrespective of
pRb expression or HPV-positivity, as a result of enrichment for
NSDI mutations in CDKN2A wild-type tumors (36, 37). NSDI is
coding for Histone H3K36 methyltransferase, which is associated
with DNA hypomethylation, resulting in pl6 overexpression
when mutated by not being able to regulate its expression via
methylation anymore (36). Indeed, p16 overexpression has been
reported in non-OPSCC, without a correlation to HPV infection
nor as a predictor for survival (34, 38). Therefore, The College of
American Pathologists does not endorse routine pl6 screening
for non-OPSCC (39). As the one HPV-positive OSCC in this
cohort had no loss of pRb and lacked HPV mRNA in a whole
section following RN Ascope ISH analysis, the p16 overexpression
could be a result of CDKN2A mutation, and HPV a commensal
with the HPV DNA not located in the tumor cells but in the
adjacent mucosal epithelial cells (40). The three HPV-negative
OSCC with p16 overexpression in the current study had a poor
DFS. This could be a result of pRb loss, although for the whole
study group pl6 overexpression was no significant predictor for
survival. Additionally, HNSCC could be the result of a genetic
predisposition. OSCC has been associated with specific CDKN2A
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germline mutations, accompanied with loss of heterogeneity of
the wild-type allele, in a small fraction of young NSND (41).

The 5-year OS of HNSCC patients in general is 40-50%,
whereas it is 70-80% for patients with HPV-positive OPSCC (2,
42). In this study, there was no significant difference in OS or
DFS between virus positive and virus negative patients. However,
it is not certain if the survival comparison of HPV-positive versus
HPV-negative HNSCC was one of HPV-positivity or of tumor
location (OPSCC versus non-OPSCC), as in this cohort HPV-
negative tumors were exclusively non-OPSCC. The same applies
to EBV-positive tumors, which were all NPSCC. Therefore, these
survival analyses should be interpreted with caution. The 5-year
OS of 67% for patients with HPV-positive tumors was lower than
expected, but these patients were relatively old with a median age
of 67.3 years. Patients with HPV-negative HNSCC (53%) did not
differ significantly in 5-year OS from patients with HPV-positive
OPSCC, even though they had a median age of almost 9 years
older than the patients with HPV-positive tumors (76.2 versus
67.3 years). So, considering their age at the time of HNSCC
diagnosis, the HPV-negative NSND, mainly with OSCC, had a
relatively good 5-year OS. Nevertheless, a young age at the time
of cancer diagnosis was predictive of a better OS in both the virus
negative OSCC group and the whole NSND cohort, besides a T1
stage and a NO or N1 stage.

Viral association in all four NPSCC patients of this cohort was
as expected. Although the worldwide incidence of EBV related
NPSCC has been decreasing over the past decade, the prevalence is
still high with almost 100% in endemic regions (southern China,
Southeast Asia, Northern Africa, and the Mediterranean basin),
and 60-85% in non-endemic regions (9, 43-46). NPSCC infections
with HPV are less common, and have been reported in studies
from non-endemic regions like West Africa and Europe (outside
the Mediterranean basin), with a prevalence between 1.6-16% (43,
45, 47, 48). Based on 517 U.S. NPSCC patients with known HPV
testing (34.8% HPV-positive) in the Surveillance, Epidemiology
and End Results database, predictors for HPV-positivity in NPSCC
have been established: being younger than 25-years-old, Caucasian
(rather than East-Asian or other ethnicities), an AJCC-7 stage other
than stage 1, and no distant metastases (MO0) (49). Indeed, the one
patient in our cohort with HPV-positive NPSCC was a Caucasian
patient with stage 2 disease.

Expression of cell cycle proteins p16 and pRb was as expected
in the HPV-positive OPSCC of this cohort, with overexpression
of the former and loss of the latter. Although p53 is usually
degraded by HPV’s viral oncoprotein E6, only two HPV-positive
tumors showed 0-mutant type p53 expression, whereas the other
10 showed wild-type p53 expression. This is in agreement with
earlier observations, where there was p53 expression in 7/10
HPV-positive tumors of non-smokers, despite absence of TP53
mutations (50). Possible explanations for this finding are virally
induced processes, such as hypoxia, oxidative stress, or impaired
repair of double strand DNA breaks (50, 51). On the other hand,
up to 55-75% of HPV-negative OSCC contain TP53 mutations,
which is comparable to the 72% of HPV-negative OSCC showing
mutant-type p53 expression (either 0-type or overexpression) in
the current study (36, 52). The EBV-positive tumors were all

without p16 overexpression and with preserved pRb expression.
Zhang and colleagues reported that the cell cycle pathway is the
most deregulated pathway in NPSCC in comparison to non-
tumor nasopharyngeal epithelium, with down-regulation of p16
and up-regulation of pRb (19). Although the precise mechanism
of pl6 inactivation by EBV in NPSCC remains unclear, it has
been suggested that the Late Membrane Protein 1 of EBV could
inhibit pl6 expression and induce pRb phosphorylation,
promoting the progression of the G1/S phase (19). This is in
accordance with the cell cycle protein expressions found in the
current study.

No MCPyV was detected in the current study, which
contrasts earlier findings. Hamiter and colleagues performed
PCR using specific primers for the regulatory and LTAg of
MCPyYV, followed by DNA sequence analysis to confirm viral
presence in 6/21 (29%, three were NSND) patients with OTSCC
(16). Although the OTSCC group in the current study was
almost twice the size (n = 39), no MCPyV presence was
detected. Other studies report MCPyV DNA in 4-50% of
HNSCC based on quantitative real-time PCR, though with low
viral loads (14, 15, 17). This discrepancy could be the result of
differences in sensitivity between the used detection methods
(RNA-ISH and LTAg IHC versus DNA PCR and sequencing).
However, the MCPyV presence in the literature was solely based
on PCR and was not confirmed with another detection method.
Nevertheless, the significance of MCPyV presence in HNSCC
has yet to be determined, but our data strengthen the premise
that MCPyV is not likely to play an important role in head and
neck carcinogenesis.

HPV has its clinical relevance in routine practice as a
prognostic marker in OPSCC, with a better DFS and OS, in
addition to an improved radiosensitivity compared to HPV-
negative OPSCC because of altered DNA repair, reduced hypoxic
regions, and an increased cellular immune response (3, 53). With
the conduction of multiple phase III de-escalation trials for
HPV-positive OPSCC, and the high HPV prevalence in
OPSCC of NSND, the treatment of NSND may be affected in
the near future (4). For EBV-positive NPSCC, treatment usually
consists of radiotherapy, with or without chemotherapy. Besides
the anti-tumor effects of radiotherapy based on direct and
indirect DNA damage, it also induces an immune response
comprising of a network of immune-stimulatory and -
inhibitory signals like up-regulation of immune checkpoint
proteins such as PD-1/PD-L1 (54). Consequently, there are a
number of clinical trials evaluating the incorporation of immune
checkpoint inhibitors in the treatment of EBV-positive NPSCC
(10, 54). Mutant p53 has been associated with resistance to
chemoradiation in OSCC and an increased risk of locoregional
recurrence and metastases (55). Since NSND mainly have OSCC
and frequent mutant-type p53 expression (as presented in this
study), p53 could be used to predict therapy failure in case of
recurrent disease.

One of the limitations of this study was that the definition of
when a patient was a non-smoker and non-drinker was collected
retrospectively from their medical records. Nevertheless, a strict
definition was used (for example with exclusion of patients with
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“sporadic” alcohol consumption), based on a standard history
taking template including specific questions on any current or
previous tobacco and alcohol consumption, during two separate
hospital visits (Head and Neck outpatient clinic and
Anesthesiology screening). Secondly, there was a small group
of patients with tumors at anatomical sites other than the oral
cavity (OSCC). In combination with the strict NSND definition,
this resulted in no virus negative OPSCC and NPSCC. However,
it has been reported that NSND are mainly patients with OSCC,
so a small number of tumors outside the oral cavity was expected
(25, 56). Thirdly, there might be a higher percentage of HNSCC
positive for HPV DNA in this cohort, because COBAS PCR
analysis was not performed on all samples. Conversely, HPV is
only considered to be predictive for survival when being
transcriptionally active, and since all tumors were tested on
HPV-16/18 mRNA and pl6 IHC, we expect to have detected
the tumors with biologically active HPV infection (7, 8). Finally,
some of the FFPE material was rather old (>25 years of storage),
which is known to often result in breakdown of the nucleic acids.
Indeed, DNA quality of DNA extracted from one tumor was
insufficient for COBAS analysis. Nevertheless, the TMA blocks
were freshly sectioned before ISH, IHC, or PCR, and all the
positive controls were adequate.

CONCLUSION

A high prevalence of HPV and EBV was observed in OPSCC and
NPSCC of NSND respectively, but not in HNSCC outside these
locations. Although a significant role of oncogenic viruses would
be assumed in this specific patient group lacking the traditional
risk factors for developing HNSCC, HPV, EBV, and MCPyV
were not detected in this relatively large cohort of 95 OSCC apart
from one case, using clinically relevant cut-off values. This argues
against a central role of these viruses in the etiopathogenesis of
oral, hypopharyngeal, and laryngeal squamous cell carcinoma in
this specific patient group. With ongoing de-escalation trials for
HPV-positive OPSCC and trials for immune checkpoint
inhibitors in the treatment of EBV-positive NPSCC, the
treatment of NSND with tumors at those locations may change
in the near future. However, for the majority of NSND with virus
negative OSCC, more research is needed to understand the
carcinogenic mechanisms in order to consider targeted
therapeutic options.

REFERENCES

1. Brierley JDG, Gospodarowicz MK, Wittekind C. TNM Classification of
Malignant Tumours 8th Edition. New Jersey: Wiley-Blackwell (2016).

2. O'Rorke MA, Ellison MV, Murray L], Moran M, James J, Anderson LA.
Human papillomavirus related head and neck cancer survival: a systematic
review and meta-analysis. Oral Oncol (2012) 48(12):1191-201. doi: 10.1016/
j.oraloncology.2012.06.019

3. Ragin CC, Taioli E. Survival of squamous cell carcinoma of the head and neck
in relation to human papillomavirus infection: review and meta-analysis. Int ]
Cancer (2007) 121(8):1813-20. doi: 10.1002/ijc.22851

4. Mirghani H, Blanchard P. Treatment de-escalation for HPV-driven
oropharyngeal cancer: Where do we stand? Clin Trans Radiat Oncol (2018)
8:4-11. doi: 10.1016/j.ctro.2017.10.005

DATA AVAILABILITY STATEMENT

The raw data supporting the conclusions of this article will be
made available by the authors, without undue reservation.

ETHICS STATEMENT

The studies involving human participants were reviewed and
approved by Maastricht University Medical Center (METc 2018-
0567). Written informed consent for participation was not
required for this study in accordance with the national
legislation and the institutional requirements.

AUTHOR CONTRIBUTIONS

All authors have contributed substantially to the conception and
design (FM, SW, BK, and ES), acquisition of data (FM, FK, FJ,
and FF), analysis and interpretation of data (FM, SW, RB, AH,
MH, BK, and ES); drafting the article (FM, FJ, and ES) or revising
it critically for important intellectual content (FK, FF, SW, RB,
AH, MH, and BK); final approval of the version to be published
(FM, FK, FJ, FF, SW, RB, AH, MH, BK, and ES); and agree to be
accountable for all aspects of the work in ensuring that questions
related to the accuracy or integrity of any part of the work are
appropriately investigated and resolved. All authors contributed
to the article and approved the submitted version.

ACKNOWLEDGMENTS

We would like to thank Andrea Ruland, Robin Jacobs, and
Wouter Gerritsen, Department of Pathology, Maastricht
University Medical Center, Netherlands, for their assistance
with the viral analyses.

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found online
at: https://www.frontiersin.org/articles/10.3389/fonc.2020.
560434/full#supplementary-material

5. Castellsague X, Alemany L, Quer M, Halec G, Quiros B, Tous S, et al. HPV
Involvement in Head and Neck Cancers: Comprehensive Assessment of
Biomarkers in 3680 Patients. ] Natl Cancer Institute (2016) 108(6):djv403.
doi: 10.1093/jnci/djv403

6. Hong A, Lee CS, Jones D, Veillard AS, Zhang M, Zhang X, et al. Rising
prevalence of human papillomavirus-related oropharyngeal cancer in Australia
over the last 2 decades. Head Neck (2016) 38(5):743-50. doi: 10.1002/hed.23942

7. Jung AC, Briolat J, Millon R, de Reynies A, Rickman D, Thomas E, et al.
Biological and clinical relevance of transcriptionally active human
papillomavirus (HPV) infection in oropharynx squamous cell carcinoma.
Int J Cancer (2010) 126(8):1882-94. doi: 10.1002/ijc.24911

8. Mena M, Taberna M, Tous S, Marquez S, Clavero O, Quiros B, et al.
Double positivity for HPV-DNA/pl6ink4a is the biomarker with strongest
diagnostic accuracy and prognostic value for human papillomavirus related

Frontiers in Oncology | www.frontiersin.org

January 2021 | Volume 10 | Article 560434


https://www.frontiersin.org/articles/10.3389/fonc.2020.560434/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fonc.2020.560434/full#supplementary-material
https://doi.org/10.1016/j.oraloncology.2012.06.019
https://doi.org/10.1016/j.oraloncology.2012.06.019
https://doi.org/10.1002/ijc.22851
https://doi.org/10.1016/j.ctro.2017.10.005
https://doi.org/10.1093/jnci/djv403
https://doi.org/10.1002/hed.23942
https://doi.org/10.1002/ijc.24911
https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles

Mulder et al.

Viruses in Non-Smokers and Non-Drinkers

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

oropharyngeal cancer patients. Oral Oncol (2018) 78:137-44. doi: 10.1016/
j.oraloncology.2018.01.010

. Chan JK. Virus-associated neoplasms of the nasopharynx and sinonasal tract:

diagnostic problems. Modern Pathol (2017) 30(s1):568-s83. doi: 10.1038/
modpathol.2016.189

Outh-Gauer S, Alt M, Le Tourneau C, Augustin J, Broudin C, Gasne C, et al.
Immunotherapy in head and neck cancers: A new challenge for
immunologists, pathologists and clinicians. Cancer Treat Rev (2018) 65:54—
64. doi: 10.1016/j.ctrv.2018.02.008

Yu F, Lu Y, Petersson F, Wang DY, Loh KS. Presence of lytic Epstein-Barr
virus infection in nasopharyngeal carcinoma. Head Neck (2018) 40(7):1515-
23. doi: 10.1002/hed.25131

Feng H, Shuda M, Chang Y, Moore PS. Clonal integration of a polyomavirus
in human Merkel cell carcinoma. Sci (N Y NY) (2008) 319(5866):1096-100.
doi: 10.1126/science.1152586

Kassem A, Schopflin A, Diaz C, Weyers W, Stickeler E, Werner M, et al.
Frequent detection of Merkel cell polyomavirus in human Merkel cell
carcinomas and identification of a unique deletion in the VP1 gene. Cancer
Res (2008) 68(13):5009-13. doi: 10.1158/0008-5472.CAN-08-0949

Tanio S, Matsushita M, Kuwamoto S, Horie Y, Kodani I, Murakami I, et al.
Low prevalence of Merkel cell polyomavirus with low viral loads in oral and
maxillofacial tumours or tumour-like lesions from immunocompetent
patients: Absence of Merkel cell polyomavirus-associated neoplasms. Mol
Clin Oncol (2015) 3(6):1301-6. doi: 10.3892/mc0.2015.629

Salakova M, Koslabova E, Vojtechova Z, Tachezy R, Sroller V. Detection of
human polyomaviruses MCPyV, HPyV6, and HPyV7 in malignant and non-
malignant tonsillar tissues. ] Med Virol (2016) 88(4):695-702. doi: 10.1002/
jmv.24385

Hamiter M, Asarkar A, Rogers D, Moore-Medlin T, McClure G, Ma X, et al.
A pilot study of Merkel cell polyomavirus in squamous cell carcinoma of the
tongue. Oral Oncol (2017) 74:111-4. doi: 10.1016/j.oraloncology.2017.09.021
Mohebbi E, Noormohamadi Z, Sadeghi-Rad H, Sadeghi F, Yahyapour Y,
Vaziri F, et al. Low viral load of Merkel cell polyomavirus in Iranian patients
with head and neck squamous cell carcinoma: Is it clinically important? | Med
Virol (2018) 90(2):344-50. doi: 10.1002/jmv.24953

Angiero F, Gatta LB, Seramondi R, Berenzi A, Benetti A, Magistro S, et al.
Frequency and role of HPV in the progression of epithelial dysplasia to oral
cancer. Anticancer Res (2010) 30(9):3435-40.

Zhang W, Zeng Z, Zhou Y, Xiong W, Fan S, Xiao L, et al. Identification of
aberrant cell cycle regulation in Epstein-Barr virus-associated nasopharyngeal
carcinoma by cDNA microarray and gene set enrichment analysis. Acta Biochim
Biophys Sin (Shanghai) (2009) 41(5):414-28. doi: 10.1093/abbs/gmp025
Harms PW, Harms KL, Moore PS, DeCaprio JA, Nghiem P, Wong MKK, et al.
The biology and treatment of Merkel cell carcinoma: current understanding
and research priorities. Nat Rev Clin Oncol (2018) 15(12):763-76. doi:
10.1038/s41571-018-0103-2

Tornesello ML, Annunziata C, Tornesello AL, Buonaguro L, Buonaguro FM.
Human Oncoviruses and p53 Tumor Suppressor Pathway Deregulation at the
Origin of Human Cancers. Cancers (2018) 10(7):213. doi: 10.3390/
cancers10070213

Andrews E, Seaman WT, Webster-Cyriaque J. Oropharyngeal carcinoma in
non-smokers and non-drinkers: a role for HPV. Oral Oncol (2009) 45(6):486—
91. doi: 10.1016/j.oraloncology.2008.07.008

Farshadpour F, Konings S, Speel EJ, Hordijk GJ, Koole R, van Blokland M,
et al. Human Papillomavirus and Oropharyngeal Squamous Cell Carcinoma:
A Case-Control Study regarding Tobacco and Alcohol Consumption. Pathol
Res Int (2011) 2011:806345. doi: 10.4061/2011/806345

Laco J, Vosmikova H, Novakova V, Celakovsky P, Dolezalova H, Tucek L,
et al. The role of high-risk human papillomavirus infection in oral and
oropharyngeal squamous cell carcinoma in non-smoking and non-drinking
patients: a clinicopathological and molecular study of 46 cases. Virchows
Archiv An Int ] Pathol (2011) 458(2):179-87. doi: 10.1007/s00428-010-1037-y
Mulder FJ, Pierssens D, Baijens LWJ, Kremer B, Speel EM. Evidence for
different molecular parameters in head and neck squamous cell carcinoma of
nonsmokers and nondrinkers: Systematic review and meta-analysis on HPV,
p16, and TP53. Head Neck (2020) 41(1):303-22. doi: 10.1002/hed.26513
Farshadpour F, Hordijk GJ, Koole R, Slootweg P]. Head and neck squamous
cell carcinoma in non-smoking and non-drinking patients with multiple

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

tumors: etiologic significance of p53 and Ki-67 in non-tumorous
epithelium. J Oral Pathol Med Off Publ Int Assoc Oral Pathol Am Acad Oral
Pathol (2008) 37(9):549-54. doi: 10.1111/§.1600-0714.2008.00657.x
Chteinberg E, Sauer CM, Rennspiess D, Beumers L, Schiffelers L, Eben J, et al.
Neuroendocrine Key Regulator Gene Expression in Merkel Cell Carcinoma.
Neoplasia (2018) 20(12):1227-35. doi: 10.1016/j.neo.2018.10.003

Mooren JJ, Gultekin SE, Straetmans JM, Haesevoets A, Peutz-Kootstra CJ,
Huebbers CU, et al. P16(INK4A) immunostaining is a strong indicator for high-
risk-HPV-associated oropharyngeal carcinomas and dysplasias, but is unreliable
to predict low-risk-HPV-infection in head and neck papillomas and laryngeal
dysplasias. Int ] Cancer (2014) 134(9):2108-17. doi: 10.1002/ijc.28534

Li Y, Zhang J. Expression of mutant p53 in oral squamous cell carcinoma is
correlated with the effectiveness of intra-arterial chemotherapy. Oncol Lett
(2015) 10(5):2883-7. doi: 10.3892/01.2015.3651

Plath M, Broglie MA, Forbs D, Stoeckli SJ, Jochum W. Prognostic significance
of cell cycle-associated proteins p16, pRB, cyclin D1 and p53 in resected
oropharyngeal carcinoma. J Otolaryngol Head Neck Surg (2018) 47(1):53. doi:
10.1186/s40463-018-0298-3

Leroux-Kozal V, Leveque N, Brodard V, Lesage C, Dudez O, Makeieft M, et al.
Merkel cell carcinoma: histopathologic and prognostic features according to
the immunohistochemical expression of Merkel cell polyomavirus large T
antigen correlated with viral load. Hum Pathol (2015) 46(3):443-53. doi:
10.1016/j.humpath.2014.12.001

Brégelmann J, Dagogo-Jack I, El Dinali M, Stricker T, Brown CD, Zuo Z, et al.
Oral cavity tumors in younger patients show a poor prognosis and do not
contain viral RNA. Oral Oncol (2013) 49(6):525-33. doi: 10.1016/
j.oraloncology.2013.02.003

Braakhuis BJ, Rietbergen MM, Buijze M, Snijders PJ, Bloemena E, Brakenhoff
RH, et al. TP53 mutation and human papilloma virus status of oral squamous
cell carcinomas in young adult patients. Oral Dis (2014) 20(6):602-8. doi:
10.1111/0di.12178

Ni Y, Zhang X, Wan Y, Dun Tang K, Xiao Y, Jing Y, et al. Relationship
between p16 expression and prognosis in different anatomic subsites of OSCC.
Cancer Biomark (2019) 26(3):375-83. doi: 10.3233/CBM-192402

Yang LQ, Xiao X, Li CX, Wu WY, Shen XM, Zhou ZT, et al. Human
papillomavirus genotypes and pl6 expression in oral leukoplakia and
squamous cell carcinoma. Int ] Clin Exp Pathol (2019) 12(3):1022-8.

The Cancer Genome Atlas Network. Comprehensive genomic
characterization of head and neck squamous cell carcinomas. Nature
(2015) 517(7536):576-82. doi: 10.1038/nature14129

Lechner M, Chakravarthy AR, Walter V, Masterson L, Feber A, Jay A, et al.
Frequent HPV-independent p16/INK4A overexpression in head and neck
cancer. Oral Oncol (2018) 83:32-7. doi: 10.1016/j.oraloncology.2018.06.006
Rooper LM, Windon M]J, Hernandez T, Miles B, Ha PK, Ryan WR, et al.
HPV-positive Squamous Cell Carcinoma of the Larynx, Oral Cavity, and
Hypopharynx: Clinicopathologic Characterization With Recognition of a
Novel Warty Variant. Am ] Surg Pathol (2020) 44(5):691-702. doi: 10.1097/
PAS.0000000000001433

Fakhry C, Lacchetti C, Rooper LM, Jordan RC, Rischin D, Sturgis EM, et al.
Human Papillomavirus Testing in Head and Neck Carcinomas: ASCO
Clinical Practice Guideline Endorsement of the College of American
Pathologists Guideline. J Clin Oncol (2018) 36(31):3152-61. doi: 10.1200/
JCO.18.00684

Boy S, Van Rensburg EJ, Engelbrecht S, Dreyer L, van Heerden M, van
Heerden W. HPV detection in primary intra-oral squamous cell carcinomas—
commensal, aetiological agent or contamination? J Oral Pathol Med Off Publ
Int Assoc Oral Pathol Am Acad Oral Pathol (2006) 35(2):86-90. doi: 10.1111/
j.1600-0714.2006.00385.x

Fostira F, Koutsodontis G, Vagia E, Economopoulou P, Kotsantis I, Sasaki C,
et al. Predisposing Germline Mutations in Young Patients With Squamous
Cell Cancer of the Oral Cavity. JCO Precis Oncol (2018) 2):1-8. doi: 10.1200/
PO.18.00022

Leemans CR, Braakhuis BJ, Brakenhoff RH. The molecular biology of head
and neck cancer. Nat Rev Cancer (2011) 11(1):9-22. doi: 10.1038/nrc2982
Svajdler MJr., Kaspirkova J, Mezencev R, Laco ], Torday T, Dubinsky P, et al.
Human papillomavirus and Epstein-Barr virus in nasopharyngeal carcinoma
in a non-endemic eastern european population. Neoplasma (2016) 63(1):107—
14. doi: 10.4149/neo_2016_013

Frontiers in Oncology | www.frontiersin.org

January 2021 | Volume 10 | Article 560434


https://doi.org/10.1016/j.oraloncology.2018.01.010
https://doi.org/10.1016/j.oraloncology.2018.01.010
https://doi.org/10.1038/modpathol.2016.189
https://doi.org/10.1038/modpathol.2016.189
https://doi.org/10.1016/j.ctrv.2018.02.008
https://doi.org/10.1002/hed.25131
https://doi.org/10.1126/science.1152586
https://doi.org/10.1158/0008-5472.CAN-08-0949
https://doi.org/10.3892/mco.2015.629
https://doi.org/10.1002/jmv.24385
https://doi.org/10.1002/jmv.24385
https://doi.org/10.1016/j.oraloncology.2017.09.021
https://doi.org/10.1002/jmv.24953
https://doi.org/10.1093/abbs/gmp025
https://doi.org/10.1038/s41571-018-0103-2
https://doi.org/10.3390/cancers10070213
https://doi.org/10.3390/cancers10070213
https://doi.org/10.1016/j.oraloncology.2008.07.008
https://doi.org/10.4061/2011/806345
https://doi.org/10.1007/s00428-010-1037-y
https://doi.org/10.1002/hed.26513
https://doi.org/10.1111/j.1600-0714.2008.00657.x
https://doi.org/10.1016/j.neo.2018.10.003
https://doi.org/10.1002/ijc.28534
https://doi.org/10.3892/ol.2015.3651
https://doi.org/10.1186/s40463-018-0298-3
https://doi.org/10.1016/j.humpath.2014.12.001
https://doi.org/10.1016/j.oraloncology.2013.02.003
https://doi.org/10.1016/j.oraloncology.2013.02.003
https://doi.org/10.1111/odi.12178
https://doi.org/10.3233/CBM-192402
https://doi.org/10.1038/nature14129
https://doi.org/10.1016/j.oraloncology.2018.06.006
https://doi.org/10.1097/PAS.0000000000001433
https://doi.org/10.1097/PAS.0000000000001433
https://doi.org/10.1200/JCO.18.00684
https://doi.org/10.1200/JCO.18.00684
https://doi.org/10.1111/j.1600-0714.2006.00385.x
https://doi.org/10.1111/j.1600-0714.2006.00385.x
https://doi.org/10.1200/PO.18.00022
https://doi.org/10.1200/PO.18.00022
https://doi.org/10.1038/nrc2982
https://doi.org/10.4149/neo_2016_013
https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles

Mulder et al.

Viruses in Non-Smokers and Non-Drinkers

44.

45.

46.

47.

48.

49.

50.

51.

52.

Tang LL, Chen WQ, Xue WQ, He YQ, Zheng RS, Zeng YX, et al. Global trends
in incidence and mortality of nasopharyngeal carcinoma. Cancer Lett (2016)
374(1):22-30. doi: 10.1016/j.canlet.2016.01.040

Ruuskanen M, Irjala H, Minn H, Vahlberg T, Randen-Brady R, Hagstrom J,
et al. Epstein-Barr virus and human papillomaviruses as favorable prognostic
factors in nasopharyngeal carcinoma: A nationwide study in Finland. Head
Neck (2019) 41(2):349-57. doi: 10.1002/hed.25450

Chen YP, Chan ATC, Le QT, Blanchard P, Sun Y, Ma J. Nasopharyngeal
carcinoma. Lancet (2019) 394(10192):64-80. doi: 10.1016/S0140-6736(19)
30956-0

Asante DB, Asmah RH, Adjei AA, Kyei F, Simpong DL, Brown CA, et al.
Detection of Human Papillomavirus Genotypes and Epstein-Barr Virus in
Nasopharyngeal Carcinomas at the Korle-Bu Teaching Hospital, Ghana.
ScientificWorldJournal (2017) 2017:2721367. doi: 10.1155/2017/2721367
Robinson M, Suh YE, Paleri V, Devlin D, Ayaz B, Pertl L, et al. Oncogenic
human papillomavirus-associated nasopharyngeal carcinoma: an observational
study of correlation with ethnicity, histological subtype and outcome in a UK
population. Infect Agent Cancer (2013) 8(1):30. doi: 10.1186/1750-9378-8-30
Wotman M, Oh EJ, Ahn S, Kraus D, Costantino P, Tham T. HPV status in
patients with nasopharyngeal carcinoma in the United States: A SEER
database study. Am ] Otolaryngol (2019) 40(5):705-10. doi: 10.1016/
j.amjoto.2019.06.007

Hafkamp HC, Speel EJ, Haesevoets A, Bot FJ, Dinjens WN, Ramaekers FC,
et al. A subset of head and neck squamous cell carcinomas exhibits integration
of HPV 16/18 DNA and overexpression of pl6INK4A and p53 in the absence
of mutations in p53 exons 5-8. Int J Cancer (2003) 107(3):394-400. doi:
10.1002/ijc.11389

Verhees F, Legemaate D, Demers I, Jacobs R, Haakma WE, Rousch M, et al. The
Antiviral Agent Cidofovir Induces DNA Damage and Mitotic Catastrophe in
HPV-Positive and -Negative Head and Neck Squamous Cell Carcinomas In
Vitro. Cancers (2019) 11(7):919. doi: 10.3390/cancers11070919

Azulay EE, Cooks T, Elkabets M. Potential oncogenic roles of mutant-p53-
derived exosomes in the tumor-host interaction of head and neck cancers. Cancer
Immunol Immunother (2020) 69(2):285-92. doi: 10.1007/s00262-019-02450-5

53. Liu C, Mann D, Sinha UK, Kokot NC. The molecular mechanisms of
increased radiosensitivity of HPV-positive oropharyngeal squamous cell
carcinoma (OPSCC): an extensive review. ] Otolaryngol Head Neck Surg
(2018) 47(1):59. doi: 10.1186/s40463-018-0302-y

Yeo ELL, Li YQ, Soo KC, Wee JTS, Chua MLK. Combinatorial strategies of
radiotherapy and immunotherapy in nasopharyngeal carcinoma. Chin Clin
Oncol (2018) 7(2):15. doi: 10.21037/cc0.2018.04.05

Gupta S, Kushwaha VS, Verma S, Khan H, Bhatt ML, Husain N, et al.
Understanding molecular markers in recurrent oral squamous cell carcinoma
treated with chemoradiation. Heliyon (2016) 2(12):e00206. doi: 10.1016/
j-heliyon.2016.e00206

Farshadpour F, Hordijk GJ, Koole R, Slootweg PJ. Non-smoking and non-
drinking patients with head and neck squamous cell carcinoma: a distinct
population. Oral Dis (2007) 13(2):239-43. doi: 10.1111/j.1601-
0825.2006.01274.x

54.

55.

56.

Conflict of Interest: SW receives a research grant from Roche, MSD, AstraZeneca,
Pfizer, Nextcure, Amgen, and Bayer. BK and ES receive a research grant from
Pfizer and Novartis. The funders had no role in the design of the study, in the
collection, analyses, or interpretation of the data, in the writing of the manuscript,
or in the decision to publish the results.

The remaining authors declare that the research was conducted in the absence of
any commercial or financial relationships that could be construed as a potential
conflict of interest.

Copyright © 2021 Mulder, Klufah, Janssen, Farshadpour, Willems, de Bree,
zur Hausen, van den Hout, Kremer and Speel. This is an open-access article
distributed under the terms of the Creative Commons Attribution License (CC BY).
The use, distribution or reproduction in other forums is permitted, provided the
original author(s) and the copyright owner(s) are credited and that the original
publication in this journal is cited, in accordance with accepted academic practice.
No use, distribution or reproduction is permitted which does not comply with these
terms.

Frontiers in Oncology | www.frontiersin.org

January 2021 | Volume 10 | Article 560434


https://doi.org/10.1016/j.canlet.2016.01.040
https://doi.org/10.1002/hed.25450
https://doi.org/10.1016/S0140-6736(19)30956-0
https://doi.org/10.1016/S0140-6736(19)30956-0
https://doi.org/10.1155/2017/2721367
https://doi.org/10.1186/1750-9378-8-30
https://doi.org/10.1016/j.amjoto.2019.06.007
https://doi.org/10.1016/j.amjoto.2019.06.007
https://doi.org/10.1002/ijc.11389
https://doi.org/10.3390/cancers11070919
https://doi.org/10.1007/s00262-019-02450-5
https://doi.org/10.1186/s40463-018-0302-y
https://doi.org/10.21037/cco.2018.04.05
https://doi.org/10.1016/j.heliyon.2016.e00206
https://doi.org/10.1016/j.heliyon.2016.e00206
https://doi.org/10.1111/j.1601-0825.2006.01274.x
https://doi.org/10.1111/j.1601-0825.2006.01274.x
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles

	Presence of Human Papillomavirus and Epstein–Barr Virus, but Absence of Merkel Cell Polyomavirus, in Head and Neck Cancer of Non-Smokers and Non-Drinkers
	Introduction
	Materials and Methods
	Patients
	Tissue Microarrays
	RNA In Situ Hybridization
	Immunohistochemistry
	Human Papillomavirus-Specific Polymerase Chain Reaction
	Statistical Analysis

	Results
	Human Papillomavirus
	Epstein–Barr Virus
	Merkel Cell Polyomavirus
	Virus Negative Tumors

	Discussion
	Conclusion
	Data Availability Statement
	Ethics Statement
	Author Contributions
	Acknowledgments
	Supplementary Material
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages false
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 1
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /ENU (T&F settings for black and white printer PDFs 20081208)
  >>
  /ExportLayers /ExportVisibleLayers
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        0
        0
        0
        0
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions true
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 300
        /LineArtTextResolution 1200
        /PresetName ([High Resolution])
        /PresetSelector /HighResolution
        /RasterVectorBalance 1
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks true
      /IncludeHyperlinks true
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 6
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


