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A Corrigendum on 


Hypoxia-Associated Prognostic Markers and Competing Endogenous RNA Co-Expression Networks in Breast Cancer
 By Gong P-J, Shao Y-C, Huang S-R, Zeng Y-F, Yuan X-N, Xu J-J, Yin W-N, Wei L and Zhang J-W (2020). Front. Oncol. 10:579868. doi: 10.3389/fonc.2020.579868


In the original article, there was a mistake in the legend for Figure 8 as published.




Figure 8 | Construction of a hypoxia related ceRNA regulation network based on differentially expressed miRNAs and DEGs. Loss of LINC00899, PSMG3-AS1 and PAXIP1-AS1 leads to increased hsa-miR-210-3p. When overexpressed, hsa-miR-210-3p impedes translation of CPEB2, a tumor suppressor gene in breast cancer under hypoxia status. High expressed SNHG16 can suppress hsa-miR-190b, which leads to increased expression of BCL11A, an oncogene in breast cancer.



The correct legend appears below.

In the original article, there was a mistake in Figure 8 and Table 4 as published. Due to our carelessness, “hsa-miR-210-3p” and “hsa-miR-190b” were wrongly written as “has-mir-210-3p” and “has-mir-190b”.


Table 4 | The correlation coefficient of lncRNA-microRNA and lncRNA-mRNA in TCGA BRCA.



The corrected Figure 8 and Table 4 appears below.

In the original article, there was an error. “LINC00899/PSMG3-AS1/PAXIP1-AS1- hsa-miR-210-3p-CPEB2 and SNHG16- hsa-miR-190b-BCL11A” were wrongly written as “SNHG16-hsa-miR-210-3p-CPEB2 and LINC00899/PSMG3-AS1/PAXIP-AS1-hsa-miR-190b-BCL11A”.

A correction has been made to the Abstract, under ‘Results’:

“Predictions based on the LINC00899/PSMG3-AS1/PAXIP1-AS1- hsa-miR-210-3p-CPEB2 and SNHG16-hsa-miR-190b-BCL11A ceRNA regulation networks indicated that the two genes might act as tumor suppressor and oncogene, respectively.”

A correction has also been made to Discussion, paragraph 6:

“Further we use data contained in databases such as StarBase, mirDIP, Kaplan-Meier Plotter and TCGA, based on ceRNA theory, we identified potential ncRNA regulatory pathways involving a tumor suppressor and an oncogene, LINC00899/PSMG3-AS1/PAXIP1-AS1- hsa-miR-210-3p-CPEB2 and SNHG16- hsa-miR-190b-BCL11A ceRNA regulation networks, and built a local PPI network which might promote the development of breast cancer under hypoxia.”

In the original article, there was another error. “SNHG16” and “LINC00899, PSMG3-AS1 and PAXIP-AS1” were incorrectly interchanged.

A correction has been made to Results, under ‘A Hypoxia Related Competitive Endogenous RNA (ceRNA) Regulation Network’:

“In this network, loss of LINC00899, PSMG3-AS1 and PAXIP1-AS1 leads to increased hsa-miR-210-3p. When overexpressed, hsa-miR-210-3p impedes translation of CPEB2, a tumor suppressor gene in breast cancer under hypoxia status. High expressed SNHG16 can suppress hsa-miR-190b, which leads to increased expression of BCL11A, an oncogene in breast cancer.”

In the original article, there was a further error. The authors stated that CPEB2 and SNHG16 have been shown to act as tumor suppressor genes in breast cancer.

A correction has been made to Discussion, paragraph 6:

“In addition, CPEB2 has been shown to act as a tumor suppressor gene in breast cancer.”

The authors apologize for these errors and state that they do not change the scientific conclusions of the article in any way.

The original article has been updated.
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