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5-fluorouracil (5-FU) is among the mostly administrated chemotherapeutic agents for a wide variety of neoplasms. Non-coding RNAs have a central impact on the determination of the response of patients to 5-FU. These transcripts via modulation of cancer-related pathways, cell apoptosis, autophagy, epithelial–mesenchymal transition, and other aspects of cell behavior can affect cell response to 5-FU. Modulation of expression levels of microRNAs or long non-coding RNAs may be a suitable approach to sensitize tumor cells to 5-FU treatment via modulating multiple biological signaling pathways such as Hippo/YAP, Wnt/β-catenin, Hedgehog, NF-kB, and Notch cascades. Moreover, there is an increasing interest in targeting these transcripts in various kinds of cancers that are treated by 5-FU. In the present article, we provide a review of the function of non-coding transcripts in the modulation of response of neoplastic cells to 5-FU.
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Introduction

5-fluorouracil (5-FU) and its oral prodrugs including S1 and capecitabine (1) are among the main components of most chemotherapeutic regimens whose efficiencies have been established in the treatment of several neoplasms such as head and neck squamous cell carcinoma (SCC) (2), gastrointestinal SCC and adenocarcinoma (ADC) (3, 4), and SCC of the uterine cervix (5). This agent was introduced by Heidelberger et al. during the 1950s (6). Afterward, it has been increasingly used during the last decades and remained as the backbone of most of chemotherapy regimens. 5-FU has also been used in combination with novel cancer therapies especially targeted therapeutics including vascular endothelial growth factor (VEGF) inhibitors [bevacizumab (7), ziv-aflibercept (8), regorafenib (9) and ramucirumab (10)] and anti-epidermal growth factor receptor (EGFR) therapies [cetuximab (11) and panitumumab (12)]. The cytotoxic effect of 5-FU is mainly induced through inhibition of cellular thymidylate synthase (TS) leading to the prevention of DNA replication (13) and also inhibition of RNA synthesis by the integration of its metabolites into RNA (14) after intracellular activation. These mechanisms of action are, however, only applicable when 5-FU is administered as a single agent chemotherapeutic drug. Since 5-FU has been used in combination with other chemotherapeutics, mostly platinum-based drugs and/or taxanes, and also concurrently during radiotherapy, as a radiosensitizer; other mechanisms of action might be involved that are less clear. Fluorodeoxyuridine monophosphate (FdUMP), fluorodeoxyuridine triphosphate (FdUTP), and fluorouridine triphosphate (FUTP) are all the final active metabolites of 5-FU which are produced after the active transportation of 5-FU into cells by the uracil transport system (15, 16) in addition to the passive paracellular and transcellular routes and also passive diffusion (17, 18). Each of these metabolites prevents cell growth in a specific way. FdUMP inhibits TS leading to indirect DNA damage by deoxynucleotide imbalances and raised levels of deoxyuridine triphosphate. However, FdUTP damages DNA directly by misincorporation into it. In other hand, FUTP is incorporated into RNA resulting in substantial damage in this molecule. Finally, 5-FU causes cell death through simultaneous induction of apoptosis and autophagy (19, 20). Xiong et al. (19) showed that treatment of Bax or PUMA deficient human colon cancer cells with 5-FU resulted in reduction of mTOR activity and subsequent up-regulation of autophagy in this cell line resulting in considerable inhibition of cell proliferation. Moreover, Yang et al. (21) have shown that treatment of human gastric cancer cells with 5-FU resulted in inhibition of cell proliferation through autophagic process resulting from 5-FU-related miR-30 suppression and Beclin-1 upregulation. Besides, mTOR activity and miR-30 suppression as potential pathways for 5-FU-related autophagy activation, Cottone et al. (22) showed that 5-FU can stimulate the inflammatory cells which are responsible for High Mobility Group Box 1 (HMGB1) release resulting in the exacerbation of the autophagy activation. In this context, Nyhan et al. (23) used HMGB1 as a marker of non-apoptotic cell death showing the increase of autophagy after the treatment of human oesophageal cancer cell lines with 5-FU in the presence of miR-193b overexpression. In addition to tumoral cells, non-malignant cells are also influenced by 5-FU-related autophagy. Focaccetti et al. (24) showed clear signs of autophagy along with the significant increase in apoptosis in endothelial cells and cardiomyocytes after treatment with 5-FU. Interestingly, more recently autophagy is proposed as a potential way of acquired resistance of tumoral cells towards 5-FU (25). Globally, the alternation of TS coding gene, i.e. TYMS (26), single nucleotide polymorphisms affecting the activity of methylenetetrahydrofolate reductase (MTHFR) (27), and Dihydropyridine dehydrogenase (DPD) expression (28) are considered as the main mechanisms of resistance.



Catabolic and Anabolic Way of 5-Fluorouracil Transformation

5-FU is a uracil analog with a fluorine atom at the C-5 position. After intravenous administration of 5-FU, this medication can rapidly enter target cells using the same transport mechanism as uracil (15). Accumulating evidence demonstrated that the transportation of 5-FU could be passively triggered via transcellular and paracellular pathways in tumor cell monolayers. In addition, 5-FU by passive diffusion can promptly pass the blood-brain barrier (BBB) (18, 29). 5-FU can be transformed to the following active metabolites in the target cells: 1) Fluorodeoxyuridine triphosphate (FdUTP) that could combine into DNA rather than deoxythymidine triphosphate (dTTP); 2) Fluorouridine triphosphate (FUTP) that could combine into RNA rather than uridine triphosphate (UTP). FUTP alters RNA function and processing, and FdUTP and FdUMP can induce DNA damage. Both of these procedures have a profound effect on RNA and DNA triggering cell death in tumor cells; and 3) FdUMP suppresses the function of Thymidylate synthase (TS) in the ternary complex (16). FdUMP can create a constant ternary complex with 5, 10-methylenetetrahydrofolate (CH2THF), and TS. TS can in turn catalyze conversion of deoxyuridine monophosphate (dUMP) to deoxythymidine monophosphate (dTMP) (1). The ternary complex could impede the availability of dUMP to the nucleotide-binding site (NBS) of TS via competing with FdUMP that could lead to imbalance in deoxynucleotides pool, particularly enhancing deoxyuridine triphosphate (dUTP) levels and causing damage to DNA. Reduction of dTMP could induce reduction of dTTP, which disrupts the levels of the other deoxynucleotides (30). Another 5-FU activation cascade includes thymidine phosphorylase (dThdPase) that could trigger the transformation of 5-FU to fluorodeoxyuridine (FUDR) which could be phosphorylated via thymidine kinase (TK) to FdUMP. Phosphorylation reaction through the UrdPase needs ribose-1-phosphate as a cofactor that could play an effective role in creating FUMP. On the other hand, the phosphorylation reaction via dThdPase needs deoxyribose-1-phosphate as a cofactor resulting in the creation of FdUMP. Subsequently, FUMP could be phosphorylated to fluorouridine diphosphate (FUDP) that is either subsequently phosphorylated to the active metabolite FUTP or could be transformed to fluorodeoxyuridine diphosphate (FdUDP) via ribonucleotide reductase (16). Afterward, FdUDP is either phosphorylated to FdUTP or could be dephosphorylated to FdUMP. Therefore, both dUTP and FdUMP could effectively contribute to DNA damage. The transformation of 5-FU to FdUMP in the alimentary canal and bone marrow could in turn lead to digestive tract toxicity as well as myelotoxicity (1). Additionally, dihydropyrimidine dehydrogenase (DPYD), which is a ubiquitous and rate-limiting enzyme of the uracil catabolic pathway and is present in the liver, gut, intestinal mucosa, and several other tissues, could be considered as a major enzyme for the degradation of 5-FU (1, 31). 5-FU represents poor bioavailability because of its prompt catabolic degradation to 5, 6-dihydro-5-fluorouracil (DHFU) via DPYD (25). DPYD could catabolize 5-FU to 5, 6-dihydro-5-fluorouracil (DHFU), eventually resulting in the creation of α-fluoro-β-ureidopropionic acid (FUPA) as well as α-fluoro-β-alanine (FBAL) that subsequently could be excreted through the kidneys (32). Oral administration of 5-FU in the form of 5-FU pro-drugs (oral FPs) could result in imperfect and disordered bioavailability because of variation in the function of DPYD. Hence, it is correlated to unpredictable levels of 5-FU in the plasma because of noticeable intra- and inter-patient mutability in its adsorption/deletion (33).



Non-Coding RNAs and Response to 5-FU

Non-coding RNAs modulate several cellular pathways that are involved in the response of neoplastic cells to 5-FU or its oral prodrugs (34). In a broad classification, we categorize non-coding RNAs to long non-coding RNAs (lncRNAs) and microRNAs (miRNAs) with sizes more than 200 nucleotides and about 22 nucleotides, respectively. These two main classes of non-coding RNAs vary in their mode of action in the regulation of gene expression, however, both regulate fundamental aspects of cellular activities among them are apoptosis, autophagy, and DNA repair (35, 36). These cellular processes define the response of neoplastic cells to chemotherapeutic agents such as 5-FU.



miRNAs and 5-FU Response

The impact of miRNAs in the modulation of 5-FU resistance has been largely assessed in colorectal cancer (CRC) cells. For instance, as a tumor suppressor miRNA, expression of miR-15b-5p has been down-regulated in tissues and cells obtained from patients with this kind of neoplasm. Up-regulation of miR-15b-5p has enhanced 5-FU-associated cell apoptosis and ameliorated cell response to 5-FU both in vitro and in animal models. NF-κB signaling pathway has been identified as the mediator of miR-15b-5p effect on response to 5-FU. This miRNA negatively regulates NF-κB1 and IKK-α. miR-15b-5p has also been shown to target the anti-apoptotic gene XIAP (37). In CRC cells, miR-21 influences response to 5-FU through targeting PDCD4 and hMSH2 (38, 39). Notably, PDCD4 has also been shown to be targeted by miR-1260b. This miRNA confers resistance to 5-FU and inhibits apoptosis in CRC cells via the PI3K/Akt signaling pathway (40). Expression of miR-21 has been considerably increased in exosomes of CRC cells versus normal human colon epithelium. Exosomal miR-21 can enhance the expression of genes participating in cell proliferation, invasiveness, and extracellular matrix construction. Moreover, miR-21 through targeting PDCD4 can increase resistance to 5-FU (38). Another experiment in this kind of cancer has shown the role of miR-22 in the enhancement of sensitivity to 5-FU through inhibition of autophagy and boosting apoptosis. These effects of miR-22 are mediated through the suppression of expression of B-cell translocation gene 1 (BTG1) (41). Treatment of CRC cells with 5-FU has resulted in enhancement of miR-23a while down-regulation of APAF-1 in these cells. miR-23a antisense has enhanced the activation of the caspases-3 and -7 through up-regulation of miR-231 target APAF-1 and increased the 5-FU-associated apoptosis. Yet, miR-23a antagonism did not surge the anticancer impact of 5-FU in the xenograft model of CRC (42). The tumor-suppressive miRNA miR-199b directly targets the PP2A inhibitor SET, a crucial factor in conferring resistance to 5-FU. An experiment in rectal cancer cells has shown that both miR-199b up-regulation and SET suppression can combat 5-FU resistance. Expression of miR-199b has been decreased in about one-fourth of cases in association with lymph node positivity following chemoradiotherapy and advanced stage (43). Table 1 summarizes the influence of miRNAs on response of CRC cells to 5-FU.


Table 1 | Role of miRNAs in the modulation of response to 5-FU in colorectal cancer (ANT, adjacent normal tissue).




Hepatocellular carcinoma (HCC) is another type of cancer in which the role of miRNAs in the regulation of response to 5-FU has been vastly assessed. Forced over-expression of miR-122 in hepatoblastoma cells has reduced expressions of Bcl-2 and Bcl-XL while increasing P53 protein levels. These effects have been accompanied by enhancement of apoptosis and higher sensitivity to 5-FU, demonstrating the impact of this miRNA in response to 5-FU (86). Another experiment in several HCC cell liens has shown lower expression of miR-125b in 5-FU-resistant cells compared with sensitive cells. TRansfection of pre-miR-125b into HCC cells has led to the improvement of sensitivity to 5-FU. F-FU resistant cells also exhibited higher glucose uptake and lactate synthesis compared with 5-FU-sensitive cells. Remarkably, miR-125 has been shown to decrease glucose metabolism by influencing the expression of hexokinase II (87). miR-147 is a tumor suppressor miRNA whose expression has been reduced in HCC cell lines and clinical samples. Overexpression of miR-147 has suppressed in vitro proliferation and migration of HCC cells and enhanced cytotoxic effects of 5-FU. Moreover, it has decreased in vivo tumorigenicity of HCC cells. HOXC6 has been recognized as the downstream target of miR-147 through which this miRNA enhances 5-FU sensitivity (88). Another tumor suppressor miRNA in HCC namely miR-503 regulates the expression of EIF4E and enhances response to 5-FU (89). Table 2 demonstrates the impact of miRNAs modulation of response to 5-FU in HCC cells.


Table 2 | Role of miRNAs in the modulation of response to 5-FU in hepatocellular carcinoma (ANT, adjacent normal tissue).



In gastric cancer, miR-31 enhances sensitivity to 5-FU, decreases migration and invasion capacity, and surges the fraction of cells in G1/pre-G1 phase. These effects are possibly mediated through down-regulation of E2F6 and SMUG1 genes (97). On the other hand, miR-147 is an oncogenic miRNA in gastric cancer cells whose silencing has reduced cell proliferation and improved sensitivity of these cells 5-FU via modulating apoptotic pathway. Mechanistically, miR-147 down-regulates the expression of PTEN in gastric cancer cells and consequently modulates PI3K/AKT signaling pathway (98). Besides, the expression of miR-149 has been shown to be elevated in 5-FU-resistant gastric cancer cells compared with parental cells. miR-149 also enhances 5-FU resistance through reduction of TREM2 levels and regulation of β-catenin in vivo (99). Instead, the expression of miR-195 has been lower in 5-FU-resistant gastric cancer cells compared with the parental cells. Transfection of resistant cells with miR-195 has led to inhibition of HMGA1 expression and improvement of response to 5-FU (100). Figure 1 demonstrates the role of several miRNAs in regulating the sensitivity of cancer cells to 5-FU via modulating the Wnt-β-catenin pathway which is a highly conserved cascade and is activated in the development of various human cancers like colorectal cancer.




Figure 1 | A schematic representation of the crosstalk between microRNAs and the Wnt/β-catenin pathway contributing in the modulation of 5-FU in the cancer cell. Mounting evidence has indicated that microRNAs dysregulation and the Wnt/β-catenin signaling pathway jointly drive the regulation of the sensitivity of tumor cells to 5-FU as a chemotherapeutic agent. As an illustration, miR-30-5p has been detected to function as a tumor suppressor via regulating the Wnt/β-catenin signaling cascade in colorectal cancer cells. miR-30-5p could downregulate the expression level of Wnt/β-catenin signaling target genes (MYC and Axin2) and the levels of β-catenin protein, thereby promoting the sensitivity of these target cells to 5-FU agent (48). Besides, miR-125b is a critical downstream mediator of the CXCL12/CXCR4 axis which could activate the Wnt/β-catenin signaling via targeting the APC gene and could play an effective role in enhancing invasion and 5-FU resistance by elevating autophagy in colorectal cancer cells (101).



Table 3 provides a summary of experiments that reported the impact of miRNAs in the response of gastric cancer to 5-FU.


Table 3 | Impact of miRNAs in the response of gastric cancer to 5-FU (ANT, adjacent normal tissue).



A comprehensive study in esophageal cancer has frequent down-regulation of miR-29c in tumors and sera of these patients. Functionally, miR-29c has been shown to reverse 5-FU resistance in vitro and in vivo through direct interaction with the 3'UTR of FBXO31, resulting in suppression of FBXO31 and activation of p38 MAPK. Systemic administration of miR-29c has significantly enhanced response to 5-FU in xenograft models of esophageal cancer (109). In cervical cancer, miR-138/-135 can target FAK, enhance 5-FU sensitivity, and inhibit invasion and tumor growth (110). In pancreatic cancer cells, miR-221-3p, miR-486-5p, miR-21, and miR-320a influence response to 5-FU through targeting RB1, PTEN, and PDCD4 (111–114). Finally, in chronic myeloid leukemia (CML), miR-378 suppresses FUS1 expression, promotes cell proliferation, inhibits apoptosis, and confers resistance to 5-FU (115). Table 4 provides an overview of researches that studied the role of miRNAs in the modulation of response to 5-FU in other types of cancer.


Table 4 | Impact of miRNAs in the modulation of response to 5-FU in other types of cancer (ANT, adjacent normal tissue).



The expression pattern of several miRNAs that influence response to 5-FU is associated with the survival of patients with malignancies. Among oncogenic miRNAs, over-expression of miR-1229-3p in gastric cancer patients has been associated with shorter overall and relapse-free survival rates (108). On the other hand, down-regulation of several tumor-suppressive miRNAs such as miR-488, miR-145, and miR-199b has been associated with poor survival of cancer patients (43, 77, 92). The possible application of 5-FU-associated miRNAs as diagnostic markers has also been assessed showing the diagnostic power values of 0.807 and 0.77 for miR-1229-3p and miR-378 in gastric cancer and CML, respectively (108, 115). Table 5 provides a summary of the importance of 5-FU-related miRNAs as diagnostic or prognostic markers in cancers.


Table 5 | Diagnostic/prognostic roles of 5-FU-related miRNAs (OS, overall survival; RFS, relapse-free survival; DFS, disease-free survival).





LncRNAs and Response to 5-FU

Expression of HOTAIRM1 has been decreased in CRC tissues and cell lines, particularly in 5-FU resistant tissues and cells. In 5-FU resistant CRC cells, this lncRNA has been shown to suppress cell progression through acting as a competing endogenous RNA for miR-17-5p, thus enhancing the expression of BTG3 (123). HOTAIR is another lncRNA that induces resistance to 5-FU in CRC. This lncRNA down-regulates miR-218 level via an EZH2-related mechanism. HOTAIR silencing has suppressed cell viability and arrested cells in the G1-phase through enhancing miR-218 expression. VOPP1 is a functional target of this miRNA. Moreover, NF-κB signaling has been shown to be inhibited by HOTAIR via repression of miR-218 expression. Inactivation of NF-κB signaling by HOTAIR silencing has also partly reversed 5-FU resistance. Another route of participation of HOTAIR in resistance to 5-FU is the enhancement of TS expression (124). A high throughput assessment of transcriptome in 5-FU-resistant CRC cells and parental cells has revealed differential expression of more than 2,000 lncRNAs which have been enriched in Jak-STAT, PI3K-Akt, and NF-κB signaling pathways, emphasizing the role of these pathways in conferring resistance to 5-FU (125). Table 6 summarizes the role of lncRNAs in the modulation of response to 5-FU in CRC. Figure 2 illustrates that 5-FU-induced changes in cell cycle regulation of several cancer cells might be associated with an alteration of G1 and G2 target genes expression through the modulation by various non-coding RNAs.


Table 6 | Role of lncRNAs in the modulation of response to 5-FU in colorectal cancer (ANT, adjacent normal tissue).






Figure 2 | The schematic diagram of the effects of 5-FU on G1 and G2 phase cell cycle arrest in tumor cells through regulation by various non-coding RNAs. 5-fluorouracil has been highly applied for chemotherapy of gastrointestinal cancers and is known to affect the cell cycle and trigger apoptotic death of cancer cells. Non-coding RNAs have an important role in regulating cell cycle mechanisms via modulating the effects of 5-FU on the expression of G1/S and G2/M-related cell cycle regulators in tumor cells. LncRNA HOTAIR via downregulating the expression level of miR-218 and promoting the activation of NF-κB/TS signaling cascade could induce upregulation of the cell cycle transcription factor E2F-1, and thereby contributing to 5-FU Resistance and elevating enhanced colorectal cancer cell carcinogenesis (124). Besides, miR-381 via downregulation of the expression level of WEE1 and upregulation of the activity of Cdc2 results in alteration in cell cycle regulation which could potentiate the anti-tumor efficacies of 5-FU and abrogate G2/M cell cycle arrest in renal cancer cells (118). Additionally, miR-195 via directly targeting checkpoint kinase 1 (CHK1) and G2 checkpoint kinase WEE1 could desensitize colorectal cancer cells to 5-FU. This result demonstrates that miR-195 has a potential role in promoting the cell cycle via elevating G2/M transition after exposure to 5-FU (62).



In addition to CRC, lncRNAs have fundamental roles in conferring resistance to 5-FU in other types of cancer, particularly gastric cancer and HCC. For instance, in gastric cancer cells, SNHG20 has been shown to mediate resistance to 5-FU via modulating the expression of miR-140-5p and subsequent up-regulation of its target gene NDRG3 (138). The role of PVT1 in the progression of this kind of cancer and induction of chemoresistance is mediated via up-regulation of the antiapoptotic gene Bcl2 (139). KRAL is a down-regulated lncRNA in HepG2/5-FU and SMMC-7721/5-FU cells compared with the corresponding parental cells. Up-regulation of KRAL has enhanced Keap1 expression. The resistance of these cells to 5-FU could be reversed through the inactivation of the Nrf2-dependent antioxidant pathway. KRAL serves as a sponge for miR-141 and subsequently restores Keap1 expression (140). NR2F1‐AS1 is involved in the modulation of response to 5-FU in breast cancer cells. This lncRNA increases IGF‐1 levels via sponging miRNA‐338‐3p and then activates IGF‐1R and ERK pathways (141). TMPO-AS1 is an over-expressed lncRNA in ovarian cancer tissues and SKOV3 cells. This lncRNA regulates TMEFF2 via sponging miR-200c. Moreover, it activates the PI3K/Akt signaling pathway. TMPO-AS1 silencing has suppressed epithelial–mesenchymal transition (EMT), invasiveness, migration and 5-FU resistance in ovarian cancer cells (142). Table 7 summarizes the role of lnRNAs in modulation of response to 5-FU in other cancers.


Table 7 | Role of lncRNAs in the modulation of response to 5-FU in other cancers (ANT, adjacent normal tissue).



In gastric cancer, Kaplan–Meier analysis has demonstrated that patients with over-expression of PVT1 do not benefit from 5-FU containing chemotherapeutic regimens. However, therapeutic regimens containing no 5-FU have been shown to increase the first progression survival and overall survival of this group of patients suggesting the role of PVT1 as a predictor of resistance to 5-FU treatment (139). Additional studies in CRC have shown the importance of expression levels of several lncRNAs namely HOTAIR, PCAT6, UCA1, XIST, TUG1, HAND2-AS1, LINC00152, and H19 in the determination of patients’ prognosis (Table 8). Figure 3 depicts the regulation of the efficacy of 5-FU-based chemotherapy in cancer cells via multiple non-coding RNAs through the Notch signaling cascade.


Table 8 | Prognostic roles of 5-FU-related lncRNAs (ANTm adjacent normal tissue; OS, overall survival; RFS, relapse-free survival).






Figure 3 | A schematic illustration of the Notch signaling pathway involved in the regulation of response of cancer cells to 5-FU via various non-coding RNAs. Notch signaling cascade is involved in the various processes of normal morphogenesis, such as cell growth, apoptosis, as well as the acquisition of drug resistance. LINC00152 could elevate tumor cell migration and invasion, and confer 5-FU resistance in colorectal cancer via modulating the expression level of NOTCH1 through sponging miR-139-5p and downregulating its function from enhancing CRC development (134). Additionally, miR-34a acts as a tumor suppressor and could directly downregulate the expression level of DLL1 as a ligand of the Notch signaling cascade, and thereby could inhibit tumor growth under 5-FU treatment by promoting chemosensitivity to this agent (51).





Application of the CRISPR/Cas9 System With the Aim of Overcoming 5-FU Resistance in Human Cancer Cells

Accumulating evidence revealed that the CRISPR-Cas9 gene-editing tool can be considered as a potential approach in order to promote sensitivity to chemotherapeutic agents. Due to the reason that gene mutation plays a remarkable role in developing drug resistance in tumor cells, CRISPR-Cas9 can be employed as an effective gene manipulation system with regards to permanently removing genes and attenuating resistance to cancer chemotherapy (149–151). Furthermore, this applicable method can be applied effectively and has a great advantage compared to other gene-editing technologies such as siRNAs, ZFNs, and TALENs in manipulating target genes involved in the chemotherapy resistance (152–154). Clinical evidence demonstrated that cartilage oligomeric matrix protein (COMP) has a substantial part in tumorigenesis, proliferation, and invasion of colon cancer cells. Utilizing the CRISPR/Cas9 system, it has been possible to create COMP-knockout cells via lentiviral vectors which could, in turn, enhance the sensitivity of tumor cells to 5-FU and suppress PI3K/Akt/mTOR/p70S6K pathway (155). In addition, Lobo et al. figured out that employing the CRISPR/Cas9 gene-editing tool for manipulation of CD44 in addition to Phosphorodiamidate Morpholino oligomers (PMOs) can promote cisplatin and 5-FU sensitivity in gastric tumor cells (156). Furthermore, due to the association of GPRC5a with a worse prognosis, the CRISPR/Cas9 was employed to knock-out the expression level of this target gene to reduce proliferation and migration ability of tumor cells and inhibit resistance to oxaliplatin, 5-FU, and gemcitabine in pancreatic cancer cells (157). Moreover, current research indicated that upregulation of MUC5AC could widely affect colorectal cancer chemotherapy response via overexpression of β-catenin and its target genes CD44 and Lgr5 as well as suppression of p53 and its target gene p21, which is frequently associated with aggressiveness of colorectal cancer cells. RNA interference and CRISPR/Cas9 systems were utilized to knock-out the expression of MUC5AC in tumor cells thereby enhancing the sensitivity of cancer cells to 5-FU and oxaliplatin (158). With the emergence of the CRISPR-Cas9, experimentations in the field of drug resistance in various human cancers have been advanced greatly. A summary of clinical researches related to the knockout of various genes causing 5-FU resistance in several human cancer cells via the CRISPR/Cas9 gene-editing tool is demonstrated in Table 9. Although these studies have targeted mRNA coding genes, they show the feasibility of targeting certain transcripts and the significant effects of these methods in sensitization of neoplastic cells to 5-FU. Similar strategies targeting lncRNAs/miRNAs would have similar effects on cancer cells.


Table 9 | Pre-clinical studies employing CRISPR/Cas9 to recognize the role of various genes in response to 5-FU treatment.





Effect of Histone Deacetylase Inhibitors in Combination With5-FU on Promoting the Chemotherapeutic Efficacy in Multiple Human Cancers

Accumulating evidence has demonstrated that tumorigenesis not only occurs by a genetic mutation, but it also could be triggered via epigenetic alteration processes. Modification of histones by acetylation has an important part in epigenetic modulation of gene expression which is regulated by both histone acetyltransferases (HAT) and histone deacetylases (HDAC) (171). Since dysregulation of histone acetylation is a hallmark of cancer in some cases, thereby employing HDAC inhibitors could shed novel insights into regulatory mechanisms of transcription as well as inducing differentiation and apoptosis. HDAC inhibitors are potential anticancer drugs because of their ability to induce tumor cell differentiation, cell cycle arrest, and cell death, attenuate angiogenesis, reverse transformed cell morphology, and regulate immune response (172). Importantly, the combination of HDAC with 5-FU can elevate the efficacy of this agent in tumor cells. The HDAC inhibitor SAHA has a key role in promoting sensitivity to 5-FU and irinotecan via triggering proapoptotic signals in hepatocellular carcinoma cells through overcoming MDR-mediated drug efflux, suppressing SN-38 glucuronidation and synchronization of the cell cycle by upregulation of CDK-inhibitor p21cip1/waf1 (173). Additionally, Minegaki et al. have demonstrated that co-administration of 5−FU with VPA or SAHA as an inhibitor of histone deacetylases could downregulate the expression level of TS in 5−FU−resistant MDA−MB−468 breast cancer cells, and thereby promoting the sensitivity of both 5-FU-sensitive and −resistant breast cancer cells to 5-FU chemotherapy (174). Moreover, another research has illustrated that the combination of HDAC inhibitor depsipeptide and 5-FU could significantly enhance the sensitivity of colon cancer cells to chemotherapy. This sensitization of tumor cells could occur via triggering cell cycle arrest caused by overexpression of p21 (CDKN1A), modulating apoptosis represented by caspase-3/7 activation as well as regulating the expression level of MHC class II (175). In addition, Hamam et al. have detected that the effect of 5−FU against colon tumor cells could be promoted remarkably by the combination treatment with CUDC−907, a dual HDAC, and PI3K inhibitor. This could in turn lead to upregulation of apoptotic processes and necrosis, as well as enhancing polyploidy (176). Besides, Tan et al. have shown that the HDAC6 selective inhibitor ACY1215 could play an effective role in inhibiting colon cancer cell growth, migration, invasion, and triggering apoptosis in colon cancer cells, and thereby elevating the efficacy of 5-FU (177). On the other hand, another study showed that upregulation of HDAC4 could modulate TGFβ signaling cascade via reducing the expression levels of SMAD4, SMAD6, BMP6, iID1, TGFβ2, and TGFβ3 in breast cancer cells. HDAC4 could also regulate the expression of SMAD4 via histone h3 deacetylation which could in turn augment MDA-MB-231 cell resistance to 5-FU (178). The effects of epigenetic regulators on the expression of lncRNAs/miRNAs which are linked with cellular response to 5-FU have been less studied.



The Role of Autophagy in 5−FU Treatment in Multiple Human Cancers

Multidrug resistance (MDR) could occur mostly after long−term chemotherapy, leading to tumor recurrence. Autophagy, a self−degradative mechanism, generally occurs during the process of resistance to chemotherapy. Autophagy can enhance the MDR and protection of tumor cells from these drugs. Autophagy induced by anticancer agents could also trigger upregulation of apoptotic signaling pathways in MDR cells, simplifying MDR reversal (179–181). Accumulating evidence illustrated that suppression of autophagy by either pharmacological procedures or through regulatory gene silencing enhances 5−FU−induced tumor cell death. Furthermore, autophagy could have a pro−death role which may modulate cell death in various tumor cells to trigger apoptosis pathways. Therefore, autophagy could be a target to improve the sensitivity of multiple cancer cells to 5−FU (20). Zhang et al. have illustrated that a combination of 5-FU and β-Elemene could play an effective role in promoting the sensitivity of p53-deficient colorectal cancer cells to 5-FU via modulation pro-death autophagy by promoting the formation of autophagosome (182). Furthermore, another research has demonstrated that psilostachyin-A can attenuate 5-FU resistance in liver carcinoma via triggering autophagy in these cells. Psilostachyin-A could cause the enhancement of the autophagosomes via upregulating the expression levels of LC3B-II and Beclin-1 in the HepG2 cells. This could also induce G2/M arrest of the tumor cells through declining of cyclin B1 and CDK1 expression as well as suppressing the MAPK/ERK signaling cascade, and thereby inhibiting proliferation and invasion of the HepG2 cells to the large extent (183). Besides, Zhang et al. have detected that whilst autophagy could be activated by treatment of human colon carcinoma cells with 5-FU, treatment of these cells with curcumin followed by the 5-FU treatment could considerably attenuate autophagy activation and promote the cytotoxicity of this chemotherapeutic drug. This could occur via the alteration in LC3II/LC3I, beclin-1, and p62 expression levels in cancer cells which could, in turn, contribute to the downregulation of Akt/mTOR as well as AMPK/ULK1 signaling cascades in HCT116 cells (184). Furthermore, Yu et al. have represented that miR-125b could enhance 5-FU resistance in colorectal cancer cells via promoting cell autophagy. miR-125b remarkably upregulates the expression levels of beclin-1 and cleaved LC3B-II which could, in turn, play an important role in triggering autophagy and reducing the sensitivity of cancer cells to 5-FU. miR-125b was increased by the activation of the CXCL12/CXCR4 axis, and thereby miR-125b could significantly augment EMT. Inhibition of this miRNA may be a suitable approach to attenuate the development of chemoresistance in tumor cells which could play a critical role in the regulation of autophagy (101). Similarly, several miRNAs/lncRNAs that affect response to 5-FU modulate autophagy in the neoplastic cells.



Discussion

A vast body of literature has revealed the impact of non-coding RNAs in the determination of the response of cancer cells to 5-FU. CRC and HCC are the most assessed cancer types in this regard possibly because of the vast application of this chemotherapeutic agent in these types of cancer. Yet, the influence of non-coding RNAs in the modulation of response to 5-FU has been mostly assessed in vitro needing confirmation in animal models and human subjects. Autophagy has been identified as the main route of the function of non-coding RNAs in the determination of the response of cancer cells to 5-FU. Moreover, the influence of non-coding RNAs on apoptotic-related pathways also affects the response of cancer cells to 5-FU. EMT is also influenced by these non-coding RNAs. The latter function of lncRNAs and miRNAs is consistent with the observed association between EMT and acquired resistance to 5-FU in cancer cells (185).

It is crucial to emphasize that the results of in vitro studies regarding the role of non-coding RNAs in the modulation of response to 5-FU should be verified in animal models as well as human subjects. Although the results of these three types of studies are mostly consistent, there are few examples of inconsistency. For instance, while miR-23a antisense has enhanced the activation of the caspases-3 and -7 and increased the 5-FU-associated apoptosis in CRC cells, this approach has not improved the anticancer impact of 5-FU in the xenograft model of CRC (42).

Exosome-mediated transfer of non-coding RNAs particularly miRNAs is implicated in conferring chemoresistance at a wide distance from the original cells. Moreover, these cell-free particles can modulate several cells in the tumor microenvironment in favor of tumor progression. On the other hand, it is possible to take advantage of exosomes as vehicles for the specific transfer of anti-cancer agents to cancer cells. A successful example of the latter function of exosomes has been provided by simultaneous delivery of 5-FU and miR-21 inhibitor oligonucleotide to Her2 expressing cancer cells via engineered exosomes (186).

LncRNAs mostly affect the response of cancer cells to 5-FU through the modulation of the expression of miRNAs. HOTAIRM1/miR-17-5p, HOTAIR/miR-218, PCAT6/miR‐204, NEAT1/miR-34a, NEAT1/miR-150-5p, ENST00000547547/miR-31, UCA1/miR-204-5p, TUG1/miR-197-3p, HAND2-AS1/miR-20a, KRAL/miR-141, SNHG20/miR-140-5p and LINC00152/miR-139-5p are examples of the roles of lncRNAs in sponging miRNAs in the context of 5-FU resistance. A number of lncRNAs such as XIST have been shown to directly influence the expression of 5-FU-related genes such as TS.

In spite of the comprehensive data about the effect of miRNAs and lncRNAs in the modulation of response of cancer cells to 5-FU, therapeutic efforts are scarce in this field. An important study in this field has shown the significant effect of systemic administration of miR-29c in the enhancement of response to 5-FU in the xenograft model of esophageal cancer (109). Conduction of similar studies using mimics or antamiRs for other miRNAs is a necessity for translation of the valuable basic science in this filed into clinical use.

Finally, the expression signature of miRNAs and lncRNAs which confer resistance to 5-FU has been associated with the survival of patients with different types of cancer. This observed association is not necessarily related to the role of these transcripts in chemoresistance particularly in cancer patients who have not been treated with this agent. Instead, it might merely reflect the oncogenic or tumor-suppressive effects of these transcripts.


Perspectives and Future Directions

Generally, this review provides convincing evidence for the role of miRNAs and lncRNAs as biomarkers of response to 5-FU treatment in a variety of solid tumors, especially in colorectal cancer cells. Patients with gastrointestinal cancer become resistant to 5-FU because of the aberrant expression of certain genes. This event is a prevalent phenomenon in clinical practice. Modulation of expression levels of miRNAs or lncRNAs may be a suitable approach to sensitize tumor cells to 5-FU treatment via modulating multiple biological signaling pathways like Hippo/YAP, Wnt/β-catenin, Hedgehog, NF-kB, and Notch cascades. There is an increasing interest in targeting miRNAs as well as lncRNAs in various kinds of cancers that are treated by 5-FU. However, due to the wide range of miRNAs and lncRNAs regulating the response to 5-FU and their aberrant expression in multiple cancers, it is required to characterize the most clinically relevant non-coding RNAs in these malignancies. Therefore, researchers should systematically investigate the correlations between genes, pathways, and drug sensitivity to find direct causal effects. Besides, the research procedures recently utilized are mainly phenotype-based, like in vitro cell proliferation, migration and invasion, and in vivo mouse specimens. To find practical strategies, novel gene editing systems such as the CRISPR/Cas9 method should be applied to figure out the biological role of various target genes as well as non-coding RNAs in human cancers. Additionally, the enhancement of human primary cell models and patient-derived tumor xenograft (PDX) animal models may also play a key role in scrutinizing the role of non-coding RNAs and improving non-coding RNA-targeting techniques. We also suggest that non-invasive liquid biopsies such as circulating tumor DNA (ctDNA) and circulating tumor cells (CTCs) should be employed to identify factors that are explicitly accompanied with 5-FU sensitivity and/or adverse reactions (187, 188). These methods can help in the reduction of ineffective therapies and overdose as well as attenuating toxic side effects of 5-FU. Moreover, based on sufficient experimental data, we propose that the procedure of downregulating autophagy by either pharmacological methods or via silencing genes involved in the autophagy could also be considered as effective adjunctive therapy to improve the sensitivity of tumor cells to 5-FU. Besides, we propose that epigenetic processes such as modification of histones by acetylation can influence response to 5-FU. The obtained information from these studies will guide the advancement of precision medicine in the upcoming future.
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135
miR 381

miR204

mA33s

MR a3

miR221-

miR.4g6-

mR21

miR 3208

mRa7e

AnimalHuman

mousehuman; mulplo cohort
stuges including paired ESCC
a0 ANTS and serum samplos/
TOGA dataset

25 s Of ESCC and ANTs.

mousahuman; 72 pas of ESCC
and ANTs

Voo

mousahuman; 30 meanoma
tissues and 30 benign ned

60pais of galbiacde carcinoma,
and ANTs

59 bone marow samples of CML
and heathy contros

Assessed Coll ine

KYSEIS0FR,
KYSEHOFR,
KYSEIS0, KYSEAO

HEED, TE8,
KYSEIS0, TE-1
KYSEA10, KYSE1S0,
KYSE270, T.Tn, 2081,
KYSEHOFR,
KYSEISOFR.

Heta

7860, K2

575, W35, SK-
MELS, SKMEL2,
HEMa P

GBC-5, $GC-906

Hela

PANG-1, PATUBSSS,
200N, PATUBSS8/5-
m

PANC1, MaPaCa2

PATUBS88, PANG-1,
203TN, PATUBG88/S-
m

PATUSS88, PANG-1
206N, PATUB9BS/S-
u

Ks62

Targets/
Reguiators.

FBX031,

38

REvL

e

FAK

et

M9, 8ol

veF20

RB1.EMT

PTEN.
ERK. At

PoCD
POODA,

Fust,

ocTa,c-

Function

MiR.206 by targeting FBXOB coud reverse
chemoresistanco to 5-FU in ESOG cels.

MR-145 by targetng REVAL enfances 5-FU incuced
‘e vabily iibtion and callapoploss 1 ESCC ces.
ViR.338.5p by targetng -1 coud inhbit migration
‘and invasion and feversa chemoresisiance n ESCC.
cats.

MR-108/-135 by targeting FAK coud inrease
chemasensiivy, bt invasion, and mor ronh.
MIR-381 by targetng WEE' could tigger Ce2
activaton, mitots catasrophe, and col apopiosis and
a0 onhance chamosensitiy in RCC cols
MIR.204-5p by targetng MMPO and B2 coukdinhbit
elanoma growth and ressiance 1o SFU.

MR35 by argetng MEF2D coud i ol gromth
and sensiize gaibadder carchom cels 0 5-FU.
MiR.433 by negatiel requiatng TYMS could increase
sonsitiyfor 5-FU and nibit prolraton n Hola .
MIR-221-3p by targelng RB1 couid ncreaso
proferation, miyaton, and invasion and lso confer
resistance or 5FU n pancreatc canosr cefs va the
EMT signaing pathway.

MIR.485-5p sencing Could enfance 00K ofect of
5.

MiR.21 by targeing PTEN and POCDA could ncrease
resistance o 5-FU in pancreato cancercels.

MiR-320a by targeting POCDS coud promale -FU
resisance n human pancreatiscances cels va EMT
roguaton.

MR.378 by repressing FUSH coud promote ool
proferaton, bt apoptoss, and estabish drug
fesistance 0 5-FU in OML oss.
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microRNA

mA 31

mA147

mR-199

mA-195

mA-195-

mA-197

mA201

mR.567

mR623

625

mA-1229

AnimalHuman

mousahuman; 43 pars of
GO and ANTS
mouseuman: 20 pars of
GO and ANTs

12 gastic
‘adenocarchoma tissuee

mouseuman; 30 pars of
GO and ANTS
mouseuman; paited
CRC and ANTs

31 pas of GG and ANTs.

mousauman: 60 pasma
sampies of GC patents

Assessed Colline

AGS, 200T, MIN-45

(GES-1,AGS, SGC-7901, MKN-
45, BGC825, MGC-803
AGS/5FU,AGS

'SGC7901, AGS, SGCT905-
FU AGSIS FU
KNS, MINT4

607901, SGCT901/5-FU

GES-1, AGS, SGC-7901, MKN-
45, MGC-803, BGC-823

‘GES.1, MKNAS, BGO823,
AGS, MGC203, BGOSGS,
g8

IN-45, SGC-7901, BGC-82,
MGC-80, GES-1

SGC7901, SGCTR0INCR,
SGCT901/ADR

HGC27, GFP-MIKNAS

“Targets/
Reguiators.

smuet,
e276
PTEN,
PaKIAK
TREMR
catenin
HMGAT

2vF130
MKt
Terarz,
eur
PIAAP,
POKIAK
conot
ALDHIAY

sicon,
5,00

Function

MiR31 coud enhance sensiiiy to &-FU and decrease migration and
ool iniason.

MR-147 by trgetiog PTEN could enhance protieraton and tigger
ressance 1o 5FU.

MIR-149 by trgeting TREM2 coukd conrbute (0 esstanco of 5-FU
GG cets via catenin sigaling pathway.

MiR195 by trgeting HMGAT could eahance 5-FU sensiiiy in GC.
ool

MIR-195:5¢ by targeting ZNF130 could rovers the mul-ciug
fasstance of GC csf.

MR-197 by targoting MAPK couid onhanco sonsitty 0 5-FU
GRG css.

MiR-204 by trgeting TGFBR coud i prfferation, migration, and
vasion n GC cels trough EMT reuiation.
MIR.567 by targeting PIKGAPT coukd bt tumor growth and reverso.
chemoresistanco n GC cots viathe PI3/A sgnaing pathwy.

MiR.623 by targating COND! inhbits proferaton and enhances
chemosonsihity 0 5-FU.

MIR625 by Groctly argeting ALDHIA1 coud reverso mulichug
resistance and induce apoptosss i GC ces.

MiR1229.3p overexgrossion oukd 000 chemoresitance of §-FU
nd prolferation i GC cel.
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sample

48 pass of CRC
and ANTs.

73 pais of CRC
and ANTs.

119 pits of CRC.
and ANTs.

268 pis of GRC.
and ANTs.

124 piits of GRC.
and ANTs.

27 pais of CRC
and ANTs.

108 pits of CRC.
and ANTs.

110 pits of GRC.
and ANTs.

169 s of GO
and ANTs

Kaplan-Meier

Higher exprossion of HOTAR was rotted 10 ower OS
and RS ratos.

Highr exprossion of PCAT was reated 10 a lower
S at.

Highr exprossion of UGAT was reated 10 a lower
08

Higher exprossion of XST was eated to ower 08 and
RS rats.

Higher exprossion of TUGY was related 10 lower

RS rat,

Lower expression of HAND2-AS' was reated 1o ower
0 rat.

Higher expression of LINCOO152 was related 10 lower
08 and DFS rates.

Highr exprossion of H19 was roted to lower

FES rato,

Higher expression of HOTAIR was retted 10 ower

08,

Multivarite Cox regression analysis
Highes expression of HOTAIR was reated 0 tumor e, distant melastass, and
tumor diferontation.

Higher expression of HOTAIR was reated 1o TNM stage, umor déorentaion,
and hymph node metastass

Higher expression of UCAT was related 10 umer sze and hymph node invasion.
Highr expression of XIST was iated 1o TNM stage and dstant metastass.
Higher expression of TUGT was reated {0 the dopih of the tumor.

Higher expression of LNGOO152 was rlated o the tumor stage

Higher expression of HOTAIR was reated 0 tumor 2 and TNM stage.
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Cancer type  IncRNA

Gastic Cancor  S\HG20

)
6 2l
6 HOTAR

Broast Cancer  SNORDGA

€0
Esophageal  LINCD0261
cances (EC)

e uNooI270
©c HOTAR
Esoc unootate
Ovaian cancor  TMPOAS1
Pancreatic ductal DGCRS
acknocarcinoma

POAC)

Human/Animal

GC tisues (0 = 408),
ormal stomach tissue
=21

"NodSCID miceuman;

pormal (0 =35), GG (1
=229
168 pars of GC and
ANTs
30 pats of HOC and
AT

fomalo BALBYG attymic
ude micamuman; 26
s 0f BC and ANTS

BALB/C nuda mice!
Puman: EC (0= 162),
ormal tissue (0 = 11)
e nudo mico, 42
s of EG and ANTs.

ude mcemuman, 70
s Of EC and ANTs.

o micamuman; 38
P of ESCC and
ANTs, GSE21362
databaso
BALBIG nudo mice/
human; GEO database

30 pas of POAC and
aNTs

Assessed Collline
8GC-823, 4GS

S6C7901,

HepG2, HepG2IS-U,
SMMC.7721, SMMC-7721/
55U

CF10A, MOF-7, MDAM.
281, T470, SKBFS,
ZR75%, B549, HOC1937,
BTa74, 2957

Het-1A, KYSE150, Ecato,
e,

TES, TEVSRY
TE-13/6-FU, Eca-100,
KYSEA50, TE-13, EC109,
TEN

KYSE150, EC109, T
HEEC,

TESFY

Hot-1a, KYSET0, KYSEAS0,
EC109, £C0706

HOSERC, SKOV3, SKOV3/S-
Y

HPDEG, PANG-1, SW1990,
BHPC.3, HPAC, MAPLCa2.
HPDEG/S U, PANC-1/5-FU

Targets/
Reguiators.

miR-140
~5p. NORGS

B B2,
Caspase:3

Koap, miR-
141

GFP, UMPS,
st

st
ONMTSE,
P2
MTHER

osTP1

miR200c,
TEFR?,
PORAT

Ecadnern,
Tuist,

miR3208,

Function

SNHG20 va mR-140-5NORGS ais coukd
contrate o 5-FU resistancen GG,

PV via increasing Boi-2 coud mecsate 5-FU
esisance n GC.

HOTAIR could bo consdored as a bomaskes or
patients wih advanced GC.

KRAL by acting a5 a GeRNA agnst mi-141 coud
rovers0 &FU esitanco 1 HOG cals.

‘SNORDGA by sponging mi-185-5p to enhance.
UMPS could senstze B cels 0 5-FU.

LINGO0261 by medating methyaton-dependent
epresson of DPYD coud nduce chemosensiizaion
105FUNEC.

Sioncing o LINCO1270 by mediating GSTP
methyton couid enhance chemosensiity 0 5-FU
and it EC progresson.

HOTAR by ateraing the promotor hypomethyiation
of the MTHFR could sensize EC cals (o 57U,

Overexpression of LNCO1419 v promoing GSTP1
mothyton coud cimiish the sensitviy of E5CC
osls 10 55U,

Knockdown of TMPO-AS1 va the m 2000/ TMEFF2
s and dsnupting the PIK/AK! Sgnaing could nhbt
o invason, metastass, and drg resisiance of OC
ools,

Overexpression of DGCRS va trgeting mA-3208/
POCDA ais coukd promote 5 FU resstances of PDAC
osls.
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microRNA

w15
ma2)
ma21
ma21
maz2
maza
ma2s

mA.260

mA305p
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w3
mA3a
w122

mA-129

mA-133.

tasor-182
mA10-
R 10
mas
ma s
maa0
e 185
ma 195
i 195
2000
w203
if 204

mR-206

Animal/Human

62 i of CRC and
s

mouse

mouseuman; 94 pars
of CRC and ANTs.
mouse

mousauman; 36 CRC.
tisuss and 16 pomal
s

90 pais of CRC and
s

mousauman; 112 pas
of CRC and ANTs.

mouse

mousauman: 77 paits
of GRC and ANTs.

mousauman: 31 pirs
of CRC and ANTs.
mousahuman; 204 CAC
tisues and 54 pormal
healhy contros

mousauman; 162 pais
of CRC and ANTs.
24 GRG tsues

120 it of CRC and
s

15 pars of CRC and
ANTs

mouse
33 pars of CRC and

s

Celline.

HeTHe
HT29, T84, L8174, CRLIEST
HT-20, HT 20/5-FU

Clo-G200M, SW620, HCT-
116, SW480, RKO.
SW620, RKO

HOTH16, HT20

HOT116, KO, SWAgD,
SWaB, CCD-16Co
HT-29, LOVO, HT-29/5-0,
LOVO/S-FU, FHC.

HCTH16 p534/+, HCT116
p53-/-

Goco2, HT29, HOT15,
HOT116, SW620, SWAg,
2097

DLD-1, SWAB0, Wix, HT-29,
‘SW4g, DLOFF, SWF

DLD-1, DLD-/5RU

Swag0, Lovo

HCT-116R, HT-9R, HOT-
116,HT-29
HCT116, RKO, SW4gD

HT29, HCT116, SW620, 293T

HOT-8, LoVo, HOT-/6.7U,
LovosFU.

HI29, LS174T, SWag0,
SW620, RKO, HOT1 16,
C0LO205, LoVo, NOMAGD
HOT-116, LoVo, HOT-8, HOT-
116/5-FU, HOT-8/5FU
HCT116, SW480, Lovo,
Swez0

SW620, 5-FuR SW620

HOT-8, LoV, HOT &/5-FU,
LovoisFU.

HOT-116, HOT-8, HOT-116/
5 HCT85FU
HoT-116.

Coco2, HOT8, HCT116,
Swago
HeT-116.

FHG, HOT-116, Gac2,
SWa0, Lovors- AU

Lovo, HT29, SW620, SW1 16,
HOT116, SW4B0, HoopC
HCT116, RKO, HCT116FR,
AKOFR.

Targets/
Regulators.

892, 8K
NEAB
POCDA, TP,
k2, TP,
orp

i

s161
poAF1,
Caspase:d
onot

3

PHLDE2

UsP22, Watp-
catenin

Fr
s, €27,
PO
DL, Noten
P2

892,273,
™

ooriL
STeGALNAC2,
PO
832, EMT
NOTOHA
ERKS, B2,
NFAB.

D18
Fom1

Aops. EMT
WEE1, CHRE
GOPDS.
Ecanhern,
PTEN

s
HvGR2

Ba2

Function

MR-15 coud sensiize CRC cals 0 6-FU and ncrease apoptosis via
NE-s8,

MR-21 by targeing PDCDS4 coud promote profertion, invasion and
theapy resstance.

MR-21 by targeing PSH2 coud increase cel poferation and
chemoresisianco and b apopioss.

MR-21 by tasgotng PMSH2 coud ncce resistance to 5-FU in CRC
oals.

M2 by targotng BTG could ncroase 5-RU sonstity v inhbitng
autophagy and promoting apoptosisin GRC cels.
MR-23a by targetng the APAF-1/Caspase-9 axis coud enhance 5-FU
resistance n GRG cals.

MR-24 by targeing DND1 ouid enhance apoplosis and sensiviy i
CRC cos.

MR-260 by targetng Pgp coud enhance chamosensitity 0 5-FU.

MR-200-3p by targeting PHLDBR2 coul suppress colon cancer csl
invasion and migaton.

MR-30:5p by targeting USP22 could suppress cal chemoresistance
and stomness in GG cals tough the Wop-catern sgnang
pathway.

MR-31 by slencing FIH-1 coukd contibute 10 CRC cel resistance to
5.

MR-34a targels S and E2F3 gones and decreases resstance 0'5-
Fu.

MiR.34a by targetng DLL1 0ould overcomo ABCG2-mecdated
osisance o 5-FU in CRC cols via the Notch sgnaing pathway.
MR122 by inhiitng PKM2 could reverse chamoresstance fo 5-F
n CRC cets.

MR:129 by targetng Bt-2 coud promole apoptos’, nhbi cel
proeration, cause osl-cycl arest, and as0 NCrease 165p0se 105+
FUin CRC cals.

MiR:133b by targeing DOTIL coud suppress CRC ool stemness and
chemoressiance.

MR:135 and mA-82 by targeting STEGALNAG could promote.
‘chomoresistanco of CRC cols via he PIBIIAK! signalng pathway.
MR:139-5p by targting Bol-2coukd sensiize CRC cels 10 5-FU via
EMT reguiaton

MR-139-50 by targetng NOTCH-1 could sensiizo CRC cels to &-FU.

MR-143 by educing N8, ERKS and Bo12 could increase 5-FU
‘oyoloxsty i GAC cos.

VER:145 by docty targatng DNA darmage-rsated gono RAD1S coud
rovers0 dug rosistance n CAC cals.

MIR-149 by argetng FOXM1 coud increase sensity 105-FU n CRC.
cols.

MR-185-3p by targeing ACPS couid enhance chemosensiity in
‘GRC cols via EMT roguiton

MR-195 by targeting WEE' and CHK coud reguate the cel yoe
and desensiizo CRC cols 0 57U,
MR:195-5p by targetng GDPDS ould inhibit melastasis and sonsiize
GAC cols 05U,

Inbiton of mAR-200c couid trigge the acqured resistance of GRC.
cols 1o 55U,

MR-203 by targetng TYMS coud eanance chemosensivity 10 5-FU
n CRC cots.

MR204 by inibitng HMGAR coud ennance sensiviy 10 5-FU.

MR-206 by targeting B2 coud decrease §-FU resistanco n con
cancer cells.
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Sample Area  Sensitiity Specificty Kaplan-Meler Univariate/Mulivariate Cox regression analysis ~Ref

Undor
Gurve.

60 GC patens 087 737 805  HghlewlofmR-12293pwas A high lvel of mR-1229-30 was congated with
assocaled wih shorter 0S a0 RFS adkanced TNM stagos. (108
ates,

280 CRC patients  — - - Lowlovel of iR 488 was associated  — (&)
with shorter survial rato.

102HCC patients. ~ - - Alowlevel of mR-145 was assocated  Alow kvl of mR-145 was conolaled wih mgh (92)
with a shortr sunvva at, ods matastasi and ackanced TNM staging.

HOUARC patents  ~ - - Lowovel of mR-1990 vas assocated - )
with shorter 08 and FS raos.

97 CRC patets. - - - Lowovel of iR 562 was associted  ~ ©
with shorter 08 and DFS ratos.

104 ESCC patients  — - - Lowlovel of miR 338.5p was assocatod —
with shorter vl rate. [y

TOGA cataset - = E Lowove of miR 29 was assocated  —
with shorter OS rate. 122

59 CMLpatents (R 0770 721 %09 - 5

a78) 9

56 CRC patients. - - - Lowove of miR320 was associted  ~ &)
with shorter 0S.

CRC patents fom -~ - - Lowovel of miR 29¢-3p vas assockted — @

PROGgeneV2 with shorter 0 and MFS,

database

50 melanoma patents ~ - - Low vl of miR 204-6p was associated -~
with shorte survial. (119

162 CAC patients Alow level of mR-145 was assocated 9

with shorter vl
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