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A Corrigendum on: 


Long Non-Coding RNA MIR570MG Causes Regorafenib Resistance in Colon Cancer by Repressing miR-145/SMAD3 Signaling 
By Wei F, Wang M, Li Z, Wang Y and Zhou Y (2020)  Front. Oncol. 10:291. doi: 10.3389/fonc.2020.00291


In the original article, there were mistakes in Figures 2, 3, and 5 as published. Parts of images in the above-mentioned figures overlapped. We inspected the original data and found that parts of raw images were placed in a single fold without labeling them correctly. The authors selected the images in which cell clusters were clear and the numbers could be precisely counted. During the selection, some images were inappropriately presented. The corrected Figures 2, 3, and 5 appear below.




Figure 2 | LncRNA MIR570MG expression increases and enhances the cell viability of regorafenib-resistant cell lines. (A) Expression of MIR570MG in regorafenib resistant- and parental cells. (B) The viability of the indicated cells was accessed by the MTT assay. Cells expressing MIR570MG or vector were exposed to regorafenib. MTT assay was performed at the indicated time-points. (C) The viability of the indicated cells was accessed by the MTT assay. Cells expressing si-MIR570MG or si-NC were exposed to regorafenib before MTT assay. (D–G) Clonogenicity of the indicated cells was measured by colony formation. Cells were transfected with MIR570MG or si-MIR570MG for 24 h prior to regorafenib treatment and colony formation assay was conducted. (H, I) The distribution of the cell cycle of the indicated cells was analyzed by flow cytometry. Cells are expressing MIR570MG or si-MIR570MG at the presence or absence of regorafenib. Twenty-four hours later, the flow cytometry analysis was carried out. (J, K) The apoptosis of the indicated cells was accessed by the JC-1 assay, followed by flow cytometry analysis. Cells expressing MIR570MG or si-MIR570MG were exposed to regorafenib. Data represents mean ± SD of three individual experiments. *P < 0.05, **P < 0.01, ***P < 0.001, vs. vector or si-NC; ##P < 0.01, ###P < 0.001, vs. vector or si-NC plus regorafenib exposure. MI, MIR570MG; si-MI, si-MIR570MG; NC, negative control; R, Reg, 1 μM regorafenib exposure.






Figure 3 | MIR570MG sponges miR-145 and reverses miR-145-mediated growth suppression. (A) Schematic diagram of putative binding sites between MIR570MG and miR-145. (B) Expression of miR-145 in the indicated cell lines. **P < 0.01, vs. SW480; ##P < 0.01, vs. HCT116. (C) Dual-luciferase activity of miR-145 promoter. MI, wild type MIR570MG; MI Mut, MIR570MG mutant. ***P < 0.001, vs. control. (D) Expression of the indicated RNA in cells expressing MIR570MG or si-MIR570MG. ***P < 0.001, vs. vector; ###P < 0.001, vs. si-negative control. (E) Expression of the indicated RNA in cells expressing miR-145 mimic or miR-145 inhibitor. **P < 0.01, ***P < 0.001, vs. control-mimic; ##P < 0.01, vs. control-inhibitor. (F) Viability of SW480 and HCT116 cells was accessed by MTT assay at the indicated time-points. *P < 0.05, **P < 0.01, ***P < 0.001, vs. control; #P < 0.05, ##P < 0.01, vs. miR-145 inhibitor. (G) Viability of SW480R and HCT116R cells was accessed by MTT assay at the indicated time-points. **P < 0.01, ***P < 0.001, vs. control; ##P < 0.01, ###P < 0.001, vs. miR-145 mimic. (H, I) Colony formation of the indicated cells expressing miR-145 inhibitor or miR-145 inhibitor combined with si-MIR570MG. **P < 0.01, vs. control; ##P < 0.01, vs. miR-145 inhibitor. (J, K) Colony formation of the indicated cells expressing miR-145 mimic or miR-145 mimic combined with MIR570MG. ***P < 0.001 vs. control; ##P < 0.01 vs. miR-145 mimic. Data represents mean ± SD of three individual experiments. Vec, vector; MI, MIR570MG; si-NC, negative control; si-MI, si-MIR570MG; Con mim, control mimic; 145 mim, miR-145 mimic; Con inh, control inhibitor; R, Reg, 1 μM regorafenib exposure.






Figure 5 | MIR570MG confers resistance against regorafenib by releasing SMAD3 from miR-145. (A, B) Cell viability of SW480R and HCT116R was accessed by MTT assay. Cells expressing miR-145 or miR-145 plus MIR570MG were treated with Regorafenib. MTT assay was conducted post-treatment at different time-points. (C, D) Colony formation of SW480R and HCT116R was performed post-regorafenib treatment. Cells were transfected with MIR570MG or the combination prior to regorafenib treatment. (E, F) Distribution of cell cycle of the indicated cells were analyzed by flow cytometry. Cells expressing miR-145 or the combination were exposed to 1 μM regorafenib for 24 h prior to flow cytometry analysis. (G, H) Apoptosis of SW480R and HCT116R was measured post-regorafenib treatment. Cells expressing miR-145 or combination were exposed to 1 μM regorafenib for 24 h. JC-1 assay was performed, followed by flow cytometry analysis post-treatment. The expression of the indicated genes in SW480R (I, J) and HCT116R (K, L) cells were measured by Western blot and qRT-PCR, separately. **P < 0.01, ***P < 0.001, vs. control exposed to regorafenib; ##P < 0.01, ###P < 0.001, vs. miR-145 exposed to regorafenib. Data obtained from three independent experiments. MI, MIR570MG; Reg, 1 μM regorafenib exposure.



The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.




Publisher’s Note: All claims expressed in this article are solely those of the authors and do not necessarily represent those of their affiliated organizations, or those of the publisher, the editors and the reviewers. Any product that may be evaluated in this article, or claim that may be made by its manufacturer, is not guaranteed or endorsed by the publisher.

Copyright © 2022 Wei, Wang, Li, Wang and Zhou. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.


OEBPS/Images/fonc-11-818876-g003.jpg
A IncRNA:miRNA MIR570MG:has-miR-145-5p B
- < 10 I 480
Target Location Chr3: 195412339-195412361[+] é 0.8 ] 480R
[JHCT116
Target Name MIR570MG 2 06 # F HCT116R
w 0.4
miRNA-target miRNA 3’-tccctaaggACCCTTTTGACCTg-5 § 02 H
LB '
ncRNA 5’-actttgaagTAGAAAAACTGGAa-3’ 0.0
miR-145
(o] D E
%‘ H Control
3 L miR-145 <20 M Vec & 2.0 M Con mim
1.0 - g5 = ## @ m g15 B M 145 mim
s ' q>)10 O si-NC 2 1.0 O Con inh
805 7 g - O si-MI il W 0145 inh
g &> 0.5 = & 0.5 1t
So0 0.0 0.0 |
w Mi MI Mut Ml miR-145 MI miR-145
F SW480 HCT116 a SW480R HCT116R
l Con inh+si-NC Il Con inh+si-NC Il Con mim+Vec l Con mim+Vec
@ 145 inh [l 145 inh [ 145 mim M 145 mim
1.59 [ 145 inh+si-MI 01 145 inh+si-Ml 1.51 0 145 mim+MI 51 145 mim+MI
2 . 2 2 =
= ** = = = HiH
5 1.0 . # @ § 1.0 E 1.0 H##
S " S S > #it ’
305 # 3 305 305 # :
o © o o
0.0 0 0 0
Oh 12h24h36h48h Oh 12h24h36h48h Oh 12h24h36h48h Oh 12h24h36h48h
SW480 HCT116
H [l Con inh+si-NC Il Con inh+si-NC
145 inh 145 inh
L . ) <L
Con inh 145 inh " [ 145 inh+si-MI Cor.1 inh ‘ 145. inh - [ 145 inh+si-MlI
+si-NC  145inh  +si-MI = +si-NC ~ 145inh  +si-MI = 80 e
. 3 100 *k . S B
8 P s g 60 i
3 m 3 40
[} 50 [}
0 - 0 —
SW480R K HCT116R
J H Con mim+Vec l Con mim+Vec
145 mim 145 mim
Con mim 145 mim [ 145 mim+M| Con mim 145 mim 50, I 145 mim+MI
+Vec 145 mim  +MI - i +Vec 145 mim  +MI -
c c #it
2 40 2 40 -
o — (]
0 0 L






OEBPS/Images/logo.jpg
’ frontiers
in Oncology





OEBPS/Text/toc.xhtml


  

    Table of Contents



    

		Cover



      		

        Corrigendum: Long Non-Coding RNA MIR570MG Causes Regorafenib Resistance in Colon Cancer by Repressing miR-145/SMAD3 Signaling

      



    



  



OEBPS/Images/crossmark.jpg
©

2

i

|





OEBPS/Images/fonc-11-818876-g005.jpg
A SW480R = HCT116R
10 24 Reg+Con 12 W Reg+Con
Zos; T [ B Regrmir-1a5 210 48 RegrmiR-145
206 D RegmR-145 Fos 145
S N ™I S 08
Zos il 04
3o 3
00! 00!
On 12h24n36hasn Oh 12h24h36h4an
c SW480R D HCT116R
oraferib, Reg+Con Regorafenib Reg+Con
B HRegomi-145 i B Rogomi1ds
e——— oL L I w———_—— e ]
£ o m. Z 60 w
g 8 4]
3 2 8 2
o o
E SWABOR F HCT116R
) g2 L1 g2
5 gs 3100 as
§ - [ 1 §5 20 [ &
H 25 e -
3 539
3 g% 2
o
e e Rg + o+ o+
mR1ES -+ o+ mRS -+ o+
MRSTOMG - -+ MRSTOMG - -+
G _ SW4B0R H HCT116R
£25 M Reg+Con M Reg+Con
= 20 i B RegemiR-145 ### B RegemiR-145
813 O RegemiR-145+M1 T RegemR-145WM1
£ 10
§ 0
2 ool
' Regorafenit 3

SMAD3.
XIAP
ceND1

COK4

GAPDH m—

Regorafenib

SwasoR
Hreg
RegomiR-14s
RegumiR145
L

WReg
i RegemiR-145
i g RegsmiR.145
B





OEBPS/Images/fonc.2021.818876_cover.jpg
’ frontiers
in Oncology

Corrigendum: Long Non-Coding RNA
MIR570MG Causes Regorafenib
Resistance in Colon Cancer by
Repressing miR-145/SMAD3
Signaling





OEBPS/Images/fonc-11-818876-g002.jpg
< 20 5 e W SW480 2.0 M vector
2.5 Eswagor =5 O
’f’ ’ [ HCT116 2 O vector+R
2 10 OHCT116R > 1.0 OMHR
© =
g o5 §os
0 0
MIR570MG 0h 12h24h36h48h 0h 12h24h36h48h
c SW480R ‘ HCT116R )
M si-NC M si-NC
[ si-MI 2z O si-Mmi
@ si-NC+R 3 [ si-NC+R
O si-MI+R S O si-MI+R
®
(&)
0 ()
0h 12h24h36h48h 0h 12h24h36h48h
D vector Mi vector+R MI+R SW480
40 e #y M vector
€ 60 W mi
5
38 [ vector+R
= 40 O MH+R
S 20
0
E si-NC si-MI si-NC+R si-MI+R SW480R
100 M si-NC
£ 80 - W si-Mi
g 60 [ si-NC+R
= 2 g simMeR
© 20
0.
HCT116
100 W vector
F £ 80 = # mwm
3
3 60 [ vector+R
S 40 O MI+R
© 20
0
HCT116R
G 80 M si-NC
’:; 60 * M si-Mmi
3 ## [ si-NC+R
& 40 O si-MI+R
© 20
0
H SW480 HCT116 ! SW480R HCT116R
. 120 120 . 120 20 [mie
28 100 100 2% 100 00 gs
Sa 80 80 So 80 80 LIS
3% 60 60 2% 60 60
== 40 40 =2 40 40
2 23
a8 20 20 58 20 20
0 0 . 0 0 y
© & & & O N & & O N & &
2$© EA 2$© EAR RS NN K
) X )
& D & N & é\,e é\,@ & é\,\k é,\’\\
J K
_ sS40 R GiGTiTE — SW480R —_— HCT116R
g 20 T 25 g # < #i#
= =20 8. . 3] xe
S ' = # S s e || # 8 g 18
£ 1.0 £ 10 54 ] ;.0
g 05 205 2 g 05
< 00 < oo =0 O N & & S O N & &
. < : <O N x N <
W@ » R > KGR & & 3 & N ¥ &8 YO
@Azo N & A R é\'\& & & é\% S






