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Background: Cholangiocarcinoma (CCA) remains one of the most lethal malignancies
with an increasing incidence globally. Through whole-exome sequencing of 67 CCA
tissues, we identified new mutated genes in CCA, including MACF1, METTL14, ROBO1,
and so on. The study was designed to explore the effects and mechanism of ROBO1 wild
type (ROBO1"T) and ROBO1528% mutation on the progression of CCA.

Methods: \Whole-exome sequencing was performed to identify novel mutations in CCAs.
In vitro and in vivo experiments were used to examine the function and mechanism of
ROBO1YT and ROBO152%%* in cholangiocarcinoma. A tissue microarray including 190
CCA patients and subsequent analyses were performed to indicate the clinical
significance of ROBO1.

Results: Through whole-exome sequencing, we identified a novel CCA-related mutation,
ROBO1528%, ROBO1 was downregulated in CCA tissues, and the downregulation of
ROBO1 was significantly correlated with poor prognosis. ROBO1"" suppressed the
proliferation and angiogenesis of CCA in vitro and in vivo, while ROBO1528%* |ost
the inhibitory effects. Mechanically, ROBO1528% translocated from the cytomembrane
to the cytoplasm and interrupted the interaction between SLIT2 and ROBO1. We
identified OLFML3 as a potential target of ROBO1 by conducting RNA-Seq assays.
OLFML3 expression was downregulated by ROBO1" and recovered by ROBO1528%",
Functionally, the silence of OLFML3 inhibited CCA proliferation and angiogenesis and was
sufficient to repress the loss-of-function role of ROBO1528%*,

Conclusions: These results suggest that ROBO1 may act as a tumor suppressor and
potential prognostic marker for CCA. ROBO1528%* mutation is a loss-of-function mutation,
and it might serve as a candidate therapeutic target for CCA patients.
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INTRODUCTION

Cholangiocarcinoma (CCA) is a group of highly heterogeneous
malignancies that originate from the biliary tree. CCA is
classified as intrahepatic (iCCA), perihilar (pCCA), and distal
CCA according to their anatomical sites (1). As the second most
common primary liver malignancy, CCA constitutes about 15%
of all primary liver tumors and 3% of all gastrointestinal tumors,
and the incidence of CCA has been constantly increasing in the
past few decades (2). Asymptomatic at an early stage and thus
often diagnosed at an advanced stage, patients with CCA present
a poor prognosis. Despite the advances in diagnosis and
therapies, 5-year survival (7-20%) after resection has not
changed significantly over time (1, 3, 4).

The development of next-generation sequencing technology
has deepened our understanding of genomic alterations involved
in the pathogenesis of CCA. Clinical trials testing special agents
targeting hotspot IDH mutations and FGFR2 fusion mutation
indicate that research on genomic alterations may have a clinical
significance for the treatment of CCA (5, 6). Premature
termination codons (PTCs) result in truncating mutations,
including nonsense, frameshift, and splice-site mutations.
Truncating mutations are often deleterious due to the
generated truncated proteins being frequently non-functional
or exerting dominant-negative effects. Approximately one-third
of genetic diseases carry PTCs, and 10-30% of patients with
inherited cancer carry nonsense mutations (7). More evidence
shows that nonsense mutations play significant roles in
tumorigenesis in several cancer types, including breast, lung,
gastric, and pancreatic cancer and so on (8-11). In CCA, a
nonsense mutation of p53 promoted cell proliferation and
migration, and the nonsense mutation in LGR4 was associated
with an increased risk of carcinogenesis (12, 13). Through whole-
exome sequencing of 67 CCA tissues, we identified new mutated
genes in CCA, including MACF1, METTL14, ROBO1, and so on.
Our previous study demonstrated that METTL14-mediated m6A
modification repressed the MACF1/B-catenin pathway in CCA,
while METTL14%***" mutation disrupted this mechanism.
According to combined annotation-dependent depletion of the
recurrent mutations, we also found that the p.E280* nonsense
mutation of ROBO1 may be potentially deleterious in CCA.

ROBO was initially discovered in a Drosophila large-scale
mutant screen for axonal guidance defects, and it was later
identified as a cognate receptor for the secreted guidance
molecule SLIT (14). The ROBO1 gene is located on chromosome
3 and encodes a transmembrane protein with a length of 1,551
1,655 aa, which is a member of the immunoglobin superfamily.
ROBO1 contains five immunoglobin-like domains (Igl-5) and
three fibronectin type III modules (FNIII 1-3) in the extracellular
region, one transmembrane region, and one intracellular region,
including four conserved cytoplasmic domains (CC0-3). SLIT2
binds through its LRR2 domain to the Igl domain of ROBO1
(15). Studies have indicated that ROBO1 and its ligand SLIT2 play
pivotal roles in neurodevelopment, and their deregulation is
implicated in several neuropathological conditions. Besides this,
the SLIT2/ROBO1 pathway seems to play contradictory roles in
tumor progression. It was reported that ROBO1 was seen as an

oncogene in the progression of cutaneous squamous cell carcinoma
and mucoepidermoid carcinoma (16, 17). Nevertheless, an
increasing number of studies indicated that the ROBOI1 pathway
may function as a tumor suppressor in a variety of malignancies. It
was reported that the silence of the SLIT2/ROBOI1 signaling
pathway was involved in the progression of several malignancies,
including gastric, pancreatic,and lung cancer (18-20). ROBO1
inhibited the cell proliferation of pancreatic cancer by regulating
the CCNA2-CDK?2 axis. In lung cancer, SLIT2/ROBO1 suppressed
cancer cell migration through regulating the Myo9b/RhoA pathway.
However, the function of ROBO1 and its mutations in CCA have
rarely been reported.

In the present study, we aimed to explore the effects and
mechanisms of ROBO1 and ROBO1***** mutation in CCA and
their clinical value. We found that ROBO1 expression is
downregulated in clinical CCA tissues, and the downregulation
of ROBOL1 is correlated with poor prognosis of CCA patients.
In vitro and in vivo experiments revealed that ROBO1 suppresses
the proliferation and angiogenesis of CCA, while E280* nonsense
mutation of ROBO1 loses the tumor-suppressing effects through
interruption of the SLIT2/ROBO1 signaling pathway. We also
identified that OLFML3, as a potential target of ROBOI,
promotes CCA progression, and the silence of OLFML3 is
sufficient to repress the loss-of-function role of ROBO12%%*,
Taken together, these results suggested that ROBO1"**** is a
loss-of-function mutation and represses the tumor suppressor
function of ROBOI in CCA.

MATERIALS AND METHODS

Human Tissue Samples and Microarray

The tissue microarray was constructed by Outdo Biotech Company
(Shanghai, China) from 190 CCA patients who underwent surgical
procedures in 2006 to 2017 at The First Affiliated Hospital of
Nanjing Medicine University. The expression of ROBO1 was
evaluated by the grade semiquantitative scoring system. The
intensity was classified as negative (0), weak (1), moderate (2), or
strong (3), and the density of positive cells in the target region was
scored as follows: 0-5% (0), 6-35% (1), 36-70% (2), and >70% (3).
The overall score was calculated by multiplying intensity and
density. Each microarray tissue point was scored by two
independent pathologists, and the average score was taken as the
final score. The score of tumor tissue/normal tissue >1 was defined
as upregulated; otherwise, it was defined as downregulated.

The patients were followed up regularly until death or
October 25, 2019. The use of clinical samples was approved by
the Ethics Committee of The Affiliated Hospital of Nanjing
Medical University. Written informed patient consent was
obtained in accordance with regional regulations.

Cell Culture

Human CCA cell lines RBE, HCCC9810, QBC939, and HuCCT1
and human umbilical vein endothelial cell line (HUVEC) were
purchased from the Chinese National Human Genome Center
(Shanghai, China). The cholangiocarcinoma cell lines were
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cultured in Dulbecco’s modified Eagle’s medium (Gibco, USA)
supplemented with 10% fetal bovine serum (Gibco) and
antibiotics (1% penicillin/streptomycin; Gibco). The HUVECs
were cultured in F12-K medium (Gibco) containing 10% fetal
bovine serum.

Animal Experiment

Six-week-old male BALB/c nude mice (GemPharmatech Co.,
Ltd., China) were purchased to perform animal studies.
Suspensions containing 1.0 x 10" RBE cells were injected
subcutaneously into the groin area of nude mice. The tumors
were measured with a caliper every week until these were
harvested 6 weeks later. Tumor volume is calculated according
to the following formula: volume = width® x length/2.

HUVEC Tube Formation Assay

In total, 200 pl Matrigel (BD Bioscience, USA) was added to a 24-
well plate and incubated at 37°C for 30 min. The HUVECs were
resuspended with conditioned medium (CM) derived from
tumor cells, and 1.0 x 10> HUVECs were seeded into each well
of the 24-well plate. Images were taken 8 h later.

Chicken Chorioallantoic Membrane Assay
The chicken chorioallantoic membrane (CAM) assay was
performed using specific pathogen-free fertilized chicken eggs
(Jinan SAIS Poultry Co., Ltd, China). The eggs were incubated at
37°C under 80% humidity for 6 days. A 1-cm-diameter window was
opened on the eggshell. The surface of the air sac floor was removed
to expose the CAM. A 0.5-cm-diameter filter paper was placed onto
the CAM, and 100 pl conditioned medium was added onto the filter
paper before the window was closed with a sterile adhesive tape.
After 3 days of incubation, the CAM was fixed with stationary
solution (methanol/acetone = 1:1) and harvested. The photos of the
CAMs were taken using a digital camera, and second- and third-
order vessels were counted to assess the effects of the conditioned
medium on angiogenesis.

Lentivirus Infection and Sanger
Sequencing

The ROBO1 wild type and c.838G>T (p.E280*) mutation
overexpression lentiviruses were constructed by Genechem Co.,
Ltd. (Shanghai, China). The RBE and HCCC9810 cells were seeded
in 6-well plates and then infected with lentivirus according to the
manufacturer’s protocol. After 48 h, the medium was replaced with
complete medium. The infected cells were treated with 10 pug/ml
puromycin in order to select stable overexpressing cells. ROBO1
wild type and ¢.838G>T overexpression in RBE and HCCC9810,
respectively, were confirmed by RT-qPCR and Sanger sequencing
(Genewiz, China).

RNA Sequencing

Total RNA was extracted from stable negative control,
ROBO1"", and ROBO1"**%* groups of RBE cells using TRIzol
reagent (Invitrogen, California, USA) according to the
manufacturer’s protocol. The concentration and the purity of
total RNA were checked by NanoDrop 2000 Nucleic Acid and
Protein Analyzer (Thermo Scientific, MA, USA). RNA-Seq

analysis was performed by Shanghai Personalbio Technology
Co., Ltd. (Shanghai, China).

Statistical Analysis

All statistical analyses were performed with SPSS v24.0 (IBM,
SPSS, Chicago, IL, USA) and Graphpad Prism 8 (GraphPad
Software, La Jolla, CA, USA). Differences between the two groups
were analyzed by Student’s t-test. Moreover, x* test was used
to analyze correlations between ROBOI1 expression
and clinicopathological variables. Overall survival (OS) and
disease-free survival were analyzed with Kaplan-Meier
methods, and log-rank test was applied for comparison. A
multivariate analysis was performed using Cox proportional
hazard regression model. Differences were considered as
statistically significant when *p <0.05, **p < 0.01, or **p <0.001.
Supplementary information about materials and methods is
provided in Supplementary Material.

RESULTS

The ROBO1 F28% Mutation Was Found in
CCA Patients

To demonstrate the genomic landscapes of CCA, we performed
whole-exome sequencing of 67 CCAs (including 43 pCCAs and 24
iCCAs). We identified significant mutated genes, including
MACF1, METTL14, ROBO1, and so on. Furthermore, we
performed combined annotation-dependent depletion (CADD)
to evaluate the potential deleteriousness of gene mutations and
listed them in descending order (Supplementary Table S1).
ROBO1 p.E280* (¢.838G>T, mutation rate 2.99%, found in 2
iCCAs of 67 CCAs) ranked first, with a CADD score of 38. The
same mutation of ROBO1 also occurred in colorectal cancer cell
line HT115 according to the COSMIC database. The ROBOL1
p-E280* mutation induced a premature stop codon in the position
of the 280th aa and may encode a truncated protein of ROBO1.
The E280* mutant contains Igl-2 domains and a part of Ig3
domain of the extracellular region, with the rest of the extracellular
region and all the transmembrane and intracellular domains
untranslated (Figure 1A). These observations indicated that the
truncated mutations of ROBO1 may be highly deleterious in the
progression of carcinogenesis, but the causality between this
mutation and CCA has not yet been established.

ROBO1 Is Downregulated in CCA Tissues
and Associated With Poor Survival

Firstly, we explored the expression file of wild-type ROBOL1 in
CCA patients. The RT-qPCR of 99 pairs of CCA patients showed
that ROBO1 mRNA expression was significantly downregulated
in CCA tissues compared to their adjacent normal tissues
(Figure 1B). Furthermore, the protein expression of ROBO1
was also significantly downregulated in CCA tissues (Figure 1C).
To investigate the clinical significance, we analyzed the
expression levels of ROBOI by tissue microarray in 190 CCA
patients. Representative immunohistochemical staining images
of ROBOL1 high/low expression patterns are shown in Figure 1D.
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The detailed immunohistochemistry (IHC) scores of the 190
pairs of tissues are shown in Supplementary Figure S1. As
shown in Figure 1E, ROBO1 was downregulated in 63.7% (121
of 190) of CCAs compared with normal tissues.

The association between ROBO1 protein expression and the
clinicopathological characteristics of CCA was analyzed and is
shown in Supplementary Table S2. ROBO1 protein expression
was significantly correlated with patient’s gender (p = 0.006) and
marginally significantly correlated with serum CA199 (p =
0.087), tumor location (p = 0.068), T stage (p = 0.069), and
clinical stage (p = 0.061). Besides these, the univariable analysis
showed that ROBO1 expression, histological grade, tumor
thrombus, nerve invasion, N stage, and clinical stage were
significantly associated with the OS of CCA patients.
Furthermore, the multivariate analysis showed that ROBO1
expression was an independent risk factor in patients with
CCA (Table 1). The Kaplan-Meier survival curves
demonstrated that CCA patients with upregulated ROBO1 had
longer postoperative overall survival and disease-free survival
than those with ROBO1 downregulated expression (Figures 1F,
G). These results collectively suggested that the downregulation
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FIGURE 1 | The downregulation of ROBO1 in cholangiocarcinoma (CCA) was associated with poor survival. (A) ROBO1 p.E280* mutation in CCA tissues. (B) RT-qgPCR
analysis of ROBO1 expression in CCA tissues and adjacent normal tissues. ROBO1 was downregulated in CCA tissues. (C) Western blotting analysis of typical ROBO1
expression in CCA tissues and adjacent normal tissues. (D, E) Immunohistochemistry of tissue microarrays showing the expression of ROB O1 as downregulated in CCA
tissues. (F, G) The downregulation of ROBO1 in CCA was correlated with poor overall survival and disease-free survival after surgery. *P < 0.05.

of ROBOI may have a stimulatory role in the progression of
CCA and predict poor survival.

ROBO1E28%« Represses the Tumor-
Suppressing Effects of ROBO1VT on
Proliferation in CCA Cells
The mRNA and protein expression levels of ROBO1 in CCA cell
lines were detected by RT-qPCR and Western blot (Supplementary
Figures S2A, B). RBE and HCCC9810 cells were used to detect the
functional role of ROBO1"" and ROBO1*2** due to the relatively
low expression and no congenital E280* mutation (Supplementary
Figure S2C). Stably overexpressing ROBO1"" and ROBO1"*%*
cells were constructed with lentivirus transfection, and the
transfection efficiency was confirmed by RT-qPCR and WB
(Supplementary Figures S2D, E). As shown in Supplementary
Figure S2E, ROBO1"%*%* encoded a truncated protein (predicted
molecular weight, 31 kDa; observed molecular weight, 43 kDa).
To determine the role of wild-type ROBO1 and its E280*
mutation in the proliferation of CCA cell lines, a clone formation
assay showed that, compared to the NC group, the number of cell
colonies decreased significantly in ROBO1-overexpressing cells,
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TABLE 1 | Univariate and multivariate analyses of the prognostic factors in Cholangiocarcinoma CCA patients.

Variable

Cases Events
Gender, male/female 118/72 93/51
Age, <60/>60 98/92 72/72
Diameter, <3/>3 109/51 83/39
Location, intrahepatic/perihilar 99/91 76/68
Histological grade, I, I-II, II/1I-1, Il 89/90 63/72
Tumor thrombus, absent/present 154/30 114/24
Nerve invasion, absent/present 81/86 57/69
T stage, Tis-T1/T2-T4 69/117 49/92
N stage, NO/N1, N2 138/49 96/46

M stage, MO/M1 185/1 140/1

Clinical stage, -lI/lll-IV 107/80 76/66
Surgical margin, RO/R1, R2 162/27 121/22
ROBO1 expression, downregulated/upregulated 121/69 102/42

Univariate analysis

Multivariate analysis

P-value x2 HR 95% ClI P-value
0.174 1.850
0.226 1.466
0.436 0.607
0.641 0.217
0.002 9.903 1.837 1.274-2.648 0.001*
0.007* 7.249 0.200
0.022" 5.235 0.780
0.054 3.706
0.000* 12.666 1.585 1.070-2.349 0.022*
0.539 0.377
0.004" 8.184 0.594
0.104 2.643
0.000* 17.788 0.517 0.339-0.788 0.002"

The bold values mean *P < 0.05 and the difference is significant.

which was reversed by E280* mutation (Figure 2A).
Consistently, in CCK8 assays, ROBO1 overexpression
significantly decreased the absorbance at OD450, while cells
with E280* mutations showed a significantly higher absorbance
than wild-type ROBO1 (Figure 2B). In addition, flow cytometry
assays showed that the percentage of cells in the G0-G1 phase
was significantly higher in the ROBO1"" overexpression group,
while the percentage of cells in the S and G2-M phase decreased
significantly. The E280* mutation reverses the phenotype of
wild-type ROBOLI in the flow cytometry assays (Figure 2C,
Supplementary Figure S3). The EAU assays also revealed that
ROBOL1 could inhibit the proliferation of CCA cells, while the
mutant protein lost the function (Figure 2D). Furthermore,
proliferation-related proteins cyclin D1 and PCNA were
increased in ROBO1%2%%* compared with ROBO1W'-
overexpressing cells (Figure 3C). These data indicated that
ROBO1%*%%* represses the tumor-suppressing effects of
ROBO1"" on CCA cell proliferation.

ROBO1E28% Reverses the Inhibitory

Effects of ROBO1YT on the Angiogenesis
and Tumorigenesis of CCA

Furthermore, we detected the effects of ROBO1™" and
ROBO1"**%* on tumor angiogenesis using HUVEC tube
formation and CAM assays. As shown in Figure 3A,
ROBO1W™ overexpression in CCA cells suppressed tube
formation of HUVECs, while E280* lost the function of anti-
angiogenesis. Similarly, the conditioned medium derived from
ROBO1W" cells inhibited angiogenesis in the CAM assays, while
CM derived from ROBO1"*#%* partially lost the anti-angiogenic
effects (Figure 3B). In addition, the downregulation of
angiogenesis-related proteins VEGF and MMP2 in ROBO1"
cells was reversed by ROBO15280% (Figure 3C).

Subsequently, experiments in vivo were performed to evaluate
the effects of ROBO1"" and ROBO1***** on angiogenesis and
tumorigenesis. The RBE cells stably transfected with LV-
ROBO1W', LV-ROBO1%2%%* and LV-NC were injected
subcutaneously into nude male mice. The results showed that
ROBO1 overexpression significantly inhibited tumor growth in

vivo, which was partially reversed by ROBO1"**** (Figures 3D
F). IHC staining of xenografts showed that the expression of
Ki67 and VEGF was decreased in the ROBO1"" group, while it
was recovered in the ROBO1%%*** group (Figure 3G). Besides
this, higher microvascular density was observed in ROBO1"2%*
compared with the ROBO1"" group, using CD31 staining
(Figure 3G). Taken together, these results indicated that
ROBO1"%%%* Joses the inhibitory effects of ROBO1™" on
angiogenesis and tumorigenesis of CCA.

ROBO1528% Interrupts SLIT2/ROBO1
Transmembrane Signal Transduction in
CCA Cells

To explore the mechanism under the loss-of-function phenotype
of ROBO1"%%*, we performed subcellular fractionation analysis
to identify the subcellular localization of the truncated protein.
Western blotting analysis revealed that ROBO1"" was detected
on the cytomembrane, while ROBO1%2** was found in the
cytoplasm (Figure 4A). Immunofluorescence staining further
confirmed the translocation of ROBO1E28%* (Figure 4B). Given
that SLIT2 ligands interact with ROBO1 receptors on the
cytomembrane, we thus performed co-immunoprecipitation
assays to examine whether the SLIT2/ROBOI1 interaction was
affected by E280* mutation. The anti-SLIT2 antibody specifically
co-immunoprecipitated ROBO1"", while ROBO®*#* was not
detected in the immunoprecipitates of cells overexpressing
ROBO1%%%* (Figure 4C), which revealed that ROBO1%2%%*
failed to interact with SLIT2. According to these results, the
SLIT2/ROBO1 transmembrane signal transduction is
interrupted by the E280* mutation of ROBO1.

ROBO1528% Djsrupts SLIT2-Induced
Tumor-Suppressing Effects on
Proliferation and Angiogenesis in CCA
Furthermore, we performed functional experiments to verify the
interruption of SLIT2/ROBOL1 signal by E280* mutation of
ROBOI. As shown in Figure 5A, SLIT2 treatment significantly
decreased the number of colonies in ROBO1™" cells, while no
significant decrease was observed in ROBO12%%* cells. Consistent
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with the clone formation assays, the absorbance at OD450 was
significantly decreased with SLIT2 treatment in ROBO1™" cells,
while SLIT?2 treatment in ROBO1**** cells showed no significant
differences (Figure 5B). The flow cytometry cell cycle analyses and
EdU assays demonstrated similar results (Figure 5C and
Supplementary Figures S4A, B). Furthermore, SLIT2-treated
ROBO1W™T CCA cells significantly decreased HUVEC tube
formation compared with untreated cells, which is not observed
in ROBO15%8% cells (Figure 5D). Consistent with the functional
experiments, western blotting analysis showed that cyclin DI,
PCNA, VEGF, and MMP2 were significantly downregulated in
SLIT2-treated ROBO1™" cells, which was not observed in SLIT2-
treated ROBO1525%* cells (Figure 5E). These results revealed that
ROBO1"%*** disrupts the SLIT2-induced tumor-suppressing effects
on proliferation and angiogenesis in CCA.

OLFMLS3 Is a Potential Taléget Regulated
by ROBO1"" and ROBO15°%%

To explore the potential target of ROBO1"" and ROBO1"28*,
we conducted RNA-seq in negative control, ROBO1"", and
ROBO1¥%%%* cells. We screened a set of target genes whose
expression was reversed in ROBO12%* cells compared with
ROBO1M" cells (Figure 6A). Among these genes, RT-qPCR and
western blotting analysis verified that OLFML3, which plays a
role in tumor-related angiogenesis (21, 22), was decreased in the
ROBO1™" group, while it was recovered in the ROBO1"25%*
group (Figures 6B, C). Subsequently, we detected OLFML3
mRNA expression in clinical samples. The RT-qPCR of 99
pairs of CCA tissues demonstrated that OLFML3 mRNA
expression was significantly upregulated in CCA tissues
compared with normal tissues (Figure 6D). Figure 6E showed
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the typical OLFML3 protein expression in CCA tissues and
matched normal tissues. Moreover, linear regression analysis
revealed that OLFML3 mRNA expression was significantly
negatively correlated with ROBO1 expression (Figure 6F).
Next, we performed a series of functional experiments to
elucidate the role of OLFML3 in the proliferation and
angiogenesis of CCA. The knockdown efficiency of OLFML3

siRNA was verified using RT-qPCR and western blotting analysis
(Figures 6G, M). As shown in Figure 6H, the knockdown of
OLFMLS3 significantly decreased the colony numbers compared
with the control cells. In CCK8 assays, the absorbance of OD450
was also decreased in OLFML3-knockdown cells (Figure 6I). In
addition, the percentage of G0O-G1 phase cells increased, while
that of S phase cells decreased in OLFML3-knockdown cells
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FIGURE 4 | ROBO152%% interrupted SLIT2/ROBO1 transmembrane signal transduction in cholangiocarcinoma cells. (A) Subcellular fractionation analysis showed
the membrane localization of ROBO1"" and the cytoplasmic localization of ROBO
localization of ROBO1W" and ROBO152%%* in RBE cells. (C) Co-immunoprecipitation, performed using either control IgG or anti-SLIT2 antibodies, showed that the
ROBO1528%* was not detected in the immunoprecipitates of the anti-SLIT2 antibody.

in RBE cells. (B) Immunofluorescence staining revealed the subcellular

compared with control cells. In HCCC9810 OLFML3-
knockdown cells, the percentage of G2-M cells also showed a
significant decrease (Figure 6] and Supplementary Figure S5A).
Furthermore, the EAU assays showed that the percentage of
EdU-positive cells was reduced in OLFML3-knockdown cells
compared with the control cells (Figure 6K). Subsequently, tube
formation assays demonstrated that the depletion of OLFML3
reduced the angiogenic capacity of HUVECs (Figure 6L).
Accordingly, western blotting analysis revealed that the
expression of cyclin D1, PCNA, VEGF, and MMP2 was
downregulated by the knockdown of OLFML3 (Figure 6M).
These results indicated that OLFML3 may be a target gene of
ROBOL1 and act as a potential oncogene of CCA.

OLFML3 Is Essential for ROBO152%%-
Induced Proliferation and Angiogenesis

in CCA

Subsequently, we knocked down OLEML3 in ROBO1"2%%* cells
and examined whether the knockdown of OLFML3 could restore
the lost tumor-suppressing effects of ROBO1***. In clone
formation assays, the knockdown of OLFML3 decreased the
increased colony number in ROBO1"**%* cells (Figure 7A).
Similar results were observed in CCKS8 assays (Figure 7B). In
cell cycle assays, the depletion of OLFML3 in ROBO1"2%*

elevated the proportion of cells in GO-G1 phase and decreased
that of cells in S phase (Figure 7C and Supplementary Figure
S6A). Besides this, the EAU assays showed that the depletion of
OLFML3 partly decreased the EdU-positive proportion in
ROBO1"** cells (Figure 7D). Moreover, the enhanced
angiogenic capacity of ROBO1"2%%* was reversed by the
depletion of OLFML3 (Figure 7E). Western blotting analysis
showed that the increased expressions of cyclin D1, PCNA,
VEGF, and MMP2 in ROBO1"**%* cells were reversed by the
knockdown of OLEML3 (Figure 7F). Taken together, the above-
mentioned results revealed that OLFML3 is essential for
ROBO1"***.induced proliferation and angiogenesis in CCA.

DISCUSSION

Previous studies have found several aberrations in ROBO1 that
may be linked to the initiation and development of malignant
tumors, although these variants have not yet been verified for
causal implications (23, 24). Our whole-exome sequencing
results identified new significant mutated genes, such as
ROBO1. ROBO1"%¥* nonsense mutation induced a premature
stop codon and encoded a truncated protein of ROBO1. In this
project, we first reported that ROBO1 was downregulated in
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CCA tissues, and the downregulation of ROBO1 was associated
with poor survival of CCA patients. In vitro and in vivo
functional studies demonstrated that the overexpression of
ROBO1WT suppressed the proliferation and angiogenesis of
CCA, while the overexpression of ROBO12*%* Jost the tumor-
suppressing effects of ROBO1W'. Subcellular fractionation
analysis and immunofluorescence staining revealed the
cytoplasmic localization of the truncated protein encoded by
ROBO1"*%* which was different from the membrane
localization of the full-length protein encoded by ROBO1"".
Taken together, these results indicated that ROBO1 may serve as
a tumor suppressor in CCA progression, and ROBO1%*%* is a
loss-of-function mutation, interrupting the SLIT2/ROBO1
signaling pathway and reversing the tumor-suppressing effects
of wild-type ROBOL1.

Angiogenesis is described as the formation of new blood
vessels by the expansion of the surrounding vascular network,
which is regulated by various pro- and anti-angiogenic factors
(25). Several drugs targeting these factors, like VEGF, have
shown a statistically significant survival improvement in
clinical trials (26-28). Currently, there still exist controversies
concerning the function of ROBO1 in angiogenesis. Several
studies have shown that ROBO1 has important functions in
angiogenesis. The activation of ROBOL1 in vascular endothelial
cells promoted angiogenesis (29). Furthermore, in human renal
glomerular endothelial cells, the activation of SLIT2/ROBO1
signaling may contribute to angiogenesis through the PI3K/
Akt/VEGF pathway (30). On the contrary, several studies have
shown that the SLIT2/ROBOL1 signal suppresses neovascular
formation, especially in tumor angiogenesis. In breast cancer
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showed an upregulated trend in cholangiocarcinoma (CCA) tissues. (E) Western blotting analysis of typical OLFML3 expression in CCA and normal tissues.

(F) Scatter diagram illustrating the negative correlation between ROBO1 and OLFML3 mRNA expression. (G) Knockdown of OLFML3 in RBE and HCCC9810 cell
line. (H) The knockdown of OLFML3 significantly impaired the clone formation ability of RBE and HCCC9810 cells. (I) The knockdown of OLFMLS3 significantly
reduced the proliferation rate of RBE and HCCC9810 cells. (J) Flow cytometry analysis of the cell cycle of RBE and HCCC9810 cells transfected with si-OLFML3
and si-NC. (K) The EdU-positive RBE and HCCC9810 cells were decreased by the knockdown of OLFML3. (L) The human umbilical vein endothelial cell line
branching length was significantly decreased by the knockdown of OLFML3 in RBE and HCCC9810 cells. (M) Western blotting analysis showed a lower expression
of cyclin D1, PCNA, VEGF, and MMP2 in si-OLFML3 cells. *P < 0.05, **P < 0.01, **P < 0.001.
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FIGURE 7 | OLFML3 was essential for ROBO152%*-induced proliferation and angiogenesis in cholangiocarcinoma. (A) The knockdown of OLFML3 impaired the clone
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cells, the activation of ROBOLI signaling restrains tumorigenesis
by blocking the PI3K/Akt/B-catenin pathway (31). Furthermore,
ROBO4 stabilizes the vascular network by inhibiting pathologic
angiogenesis and endothelial hyperpermeability (32). Tavora et

al. reported that the activation of SLIT2 in the endothelium
facilitated metastasis, while tumoral SLIT2 repressed metastasis
(33), indicating that a single gene may have opposite effects on
tumor progression depending on its different cellular source. Our
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results demonstrated that the overexpression of ROBO1™™”
suppressed the angiogenesis and tumorigenesis of CCA in vitro
and in vivo, while the overexpression of ROBO1**** reversed
the tumor-suppressing effects of ROBO1"". These results
indicated that ROBOI1 exerts an inhibitory role in CCA
through regulating angiogenesis and that ROBO1"**** reverses
the tumor-suppressing effect on angiogenesis.

Through RNA sequencing, we screened differentially
expressed genes and found that OLFML3 expression was
downregulated by ROBO1W" and recovered by ROBO1"2%*,
OLFML3, a member of the olfactomedin domain-containing
secreted glycoprotein family, was reported to be involved in
neovascular formation during embryonic development and
tumor progression (21, 22, 34, 35). Miljkovic et al. reported
that targeting OLFML3 suppressed tumor growth via impairing
angiogenesis and pericyte coverage (35). Furthermore, Stalin et
al. reported that targeting OLFML3 increased the efficiency of
anti-PD1-based immunotherapy (22). These studies indicated
that OLFML3 may act as a potential therapeutic target towards
tumor angiogenesis. In our study, the results showed that the
expression of OLFML3 was negatively correlated with ROBO1
expression in CCA tissues and that the negative regulation of
OLFML3 by ROBO1"" was reversed by ROBO1"****, We found
that the knockdown of OLFML3 inhibited the proliferation and
angiogenesis of CCA cells. Furthermore, the lost inhibitory
function on proliferation and angiogenesis of ROBO1"*** can
be recovered by the knockdown of OLFML3. These results
indicated that OLFML3 may be a target gene of ROBOI and
may serve as a potential therapeutic target for CCA patients with
ROBO1"%*%* However, the direct interaction and its mechanism
between ROBO1 and OLFML3 need further investigation.

In the study, we confirmed ROBOLI as a tumor suppressor in
CCA patients and that the downregulation of ROBO1 is correlated
with poor prognosis. Additionally, we identified a deleterious
nonsense mutation, ROBO1%*%*, in CCA, which loses the tumor-
suppressing function of wild-type ROBO1 due to its translocation
and interruption of the SLIT2/ROBO1 signal pathway.
Furthermore, OLFML3 is a potential target gene of ROBOI, and
its inhibition restores the lost tumor-suppressing effects of
ROBO1"%%%, Taken together, these results suggested that ROBO1
may act as a tumor suppressor and potential prognostic marker for

REFERENCES

1. Banales JM, Marin JJG, Lamarca A, Rodrigues PM, Khan SA, Roberts LR,
et al. Cholangiocarcinoma 2020: The Next Horizon in Mechanisms and
Management. Nat Rev Gastroenterol Hepatol (2020) 17(9):557-88.
doi: 10.1038/s41575-020-0310-z

2. Florio AA, Ferlay J, Znaor A, Ruggieri D, Alvarez CS, Laversanne M, et al. Global
Trends in Intrahepatic and Extrahepatic Cholangiocarcinoma Incidence From
1993 to 2012. Cancer (2020) 126(11):2666-78. doi: 10.1002/cncr.32803

3. Alabraba E, Joshi H, Bird N, Griffin R, Sturgess R, Stern N, et al. Increased
Multimodality Treatment Options Has Improved Survival for Hepatocellular
Carcinoma But Poor Survival for Biliary Tract Cancers Remains Unchanged.
Eur ] Surg Oncol ] Eur Soc Surg Oncol Br Assoc Surg Oncol (2019) 45(9):1660-
7. doi: 10.1016/j.€js0.2019.04.002

4. Cambridge WA, Fairfield C, Powell JJ, Harrison EM, Sereide K, Wigmore SJ,
et al. Meta-Analysis and Meta-Regression of Survival After Liver

CCA. ROBO1"*** mutation is a loss-of-function mutation, and it
may serve as a candidate therapeutic target for CCA patients.

DATA AVAILABILITY STATEMENT

The original contributions presented in the study are included in the
article/Supplementary Materials, further inquiries can be directed
to the corresponding authors.

ETHICS STATEMENT

The studies involving human participants were reviewed and
approved by the Ethics Committee of The First Affiliated Hospital
of Nanjing Medical University. The patients/participants provided
their written informed consent to participate in this study.

AUTHOR CONTRIBUTIONS

TZ,YZ, XL, CL, and YY designed the study. TZ, YC, JS, JW, YW,
JC, WJ, RC, ZW, and XS collated the data, carried out data analyses,
and produced the initial draft of the manuscript. TZ, YC, JS, and JW
conducted experiments. XL, CL, and YY supervised the research
and reviewed the manuscript. All authors contributed to the article
and approved the submitted version.

FUNDING

This study was supported by the Key Research and Development
Program of Jiangsu Province (BE2016789).

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found online at:
https://www.frontiersin.org/articles/10.3389/fonc.2022.879963/
full#supplementary-material

Transplantation for Unresectable Perihilar Cholangiocarcinoma. Ann Surg
(2021) 273(2):240-50. doi: 10.1097/s1a.0000000000003801

5. Abou-Alfa GK, Macarulla T, Javle MM, Kelley RK, Lubner SJ, Adeva J, et al.
Ivosidenib in Idh1-Mutant, Chemotherapy-Refractory Cholangiocarcinoma
(Claridhy): A Multicentre, Randomised, Double-Blind, Placebo-Controlled,
Phase 3 Study. Lancet Oncol (2020) 21(6):796-807. doi: 10.1016/s1470-2045
(20)30157-1

6. Javle M, Lowery M, Shroff RT, Weiss KH, Springfeld C, Borad MJ, et al. Phase
Ii Study of Bgj398 in Patients With Fgfr-Altered Advanced
Cholangiocarcinoma. J Clin Oncol Off ] Am Soc Clin Oncol (2018) 36
(3):276-82. doi: 10.1200/jc0.2017.75.5009

7. Bordeira-Carrico R, Pégo AP, Santos M, Oliveira C. Cancer Syndromes and
Therapy by Stop-Codon Readthrough. Trends Mol Med (2012) 18(11):667-
78. doi: 10.1016/j.molmed.2012.09.004

8. Dorling L, Carvalho S, Allen J, Gonzalez-Neira A, Luccarini C, Wahlstrém C,
et al. Breast Cancer Risk Genes - Association Analysis in More Than 113,000

Frontiers in Oncology | www.frontiersin.org

May 2022 | Volume 12 | Article 879963


https://www.frontiersin.org/articles/10.3389/fonc.2022.879963/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fonc.2022.879963/full#supplementary-material
https://doi.org/10.1038/s41575-020-0310-z
https://doi.org/10.1002/cncr.32803
https://doi.org/10.1016/j.ejso.2019.04.002
https://doi.org/10.1097/sla.0000000000003801
https://doi.org/10.1016/s1470-2045(20)30157-1
https://doi.org/10.1016/s1470-2045(20)30157-1
https://doi.org/10.1200/jco.2017.75.5009
https://doi.org/10.1016/j.molmed.2012.09.004
https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles

Zhou et al.

ROBO1 and Cholangiocarcinoma

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

Women. New Engl ] Med (2021) 384(5):428-39. doi: 10.1056/
NEJMo0al913948

. Wei ZH, Guo WH, Wu J, Suo WH, Fu GH. A Nonsense Mutation in the

Xeroderma Pigmentosum Complementation Group F (Xpf) Gene Is
Associated With Gastric Carcinogenesis. Gene (2014) 537(2):238-44.
doi: 10.1016/j.gene.2013.12.061

Yuan Y, Wang W, Li H, Yu Y, Tao J, Huang S, et al. Nonsense and Missense
Mutation of Mitochondrial Nd6 Gene Promotes Cell Migration and Invasion
in Human Lung Adenocarcinoma. BMC Cancer (2015) 15:346. doi: 10.1186/
512885-015-1349-z

Nissim S, Leshchiner I, Mancias JD, Greenblatt MB, Maertens O, Cassa CA,
et al. Mutations in Rabl3 Alter Kras Prenylation and Are Associated With
Hereditary Pancreatic Cancer. Nat Genet (2019) 51(9):1308-14. doi: 10.1038/
$41588-019-0475-y

Puetkasichonpasutha J, Suthiphongchai T. P53-P72-A225-331-V31i
Identified in a Cholangiocarcinoma Cell Line Promotes Migration and
Invasiveness Via the Downregulation of Claudin—1 Expression and the
Activation of Cdc42. Oncol Rep (2021) 45(1):368-78. doi: 10.3892/
0r.2020.7827

Styrkarsdottir U, Thorleifsson G, Sulem P, Gudbjartsson DF, Sigurdsson A,
Jonasdottir A, et al. Nonsense Mutation in the Lgr4 Gene Is Associated With
Several Human Diseases and Other Traits. Nature (2013) 497(7450):517-20.
doi: 10.1038/nature12124

Blockus H, Chedotal A. Slit-Robo Signaling. Dev (Cambridge England) (2016)
143(17):3037-44. doi: 10.1242/dev.132829

Jiang Z, Liang G, Xiao Y, Qin T, Chen X, Wu E, et al. Targeting the Slit/Robo
Pathway in Tumor Progression: Molecular Mechanisms and Therapeutic
Perspectives. Ther Adv Med Oncol (2019) 11:1758835919855238.
doi: 10.1177/1758835919855238

Qi C, Lan H, Ye ], Li W, Wei P, Yang Y, et al. Slit2 Promotes Tumor Growth
and Invasion in Chemically Induced Skin Carcinogenesis. Lab invest; ] Tech
Methods Pathol (2014) 94(7):766-76. doi: 10.1038/labinvest.2014.70

Han B, Wang L, Wang J, Zhang J, Zhao Y, Qi C. Role of Slit-Robo Signaling in
the Proliferation of Human Mucoepidermoid Carcinoma Mc3 Cells. Nan
Fang Yi Ke Da Xue Xue Bao = ] South Med Univ (2012) 32(1):37-9.

Xia Y, Wang L, Xu Z, Kong R, Wang F, Yin K, et al. Reduced Usp33
Expression in Gastric Cancer Decreases Inhibitory Effects of Slit2-Robol
Signalling on Cell Migration and Emt. Cell proliferation (2019) 52(3):e12606.
doi: 10.1111/cpr.12606

Chen Q, Shen P, Ge WL, Yang TY, Wang W], Meng LD, et al. Roundabout
Homolog 1 Inhibits Proliferation Via the Yyl-Robol-Ccna2-Cdk2 Axis in
Human Pancreatic Cancer. Oncogene (2021) 40(15):2772-84. doi: 10.1038/
541388-021-01741-5

Kong R, Yi F, Wen P, Liu ], Chen X, Ren J, et al. Myo9b Is a Key Player in Slit/
Robo-Mediated Lung Tumor Suppression. J Clin Invest (2015) 125(12):4407—
20. doi: 10.1172/jci81673

Imhof BA, Ballet R, Hammel P, Jemelin S, Garrido-Urbani S, Tkeya M, et al.
Olfactomedin-Like 3 Promotes Pdgf-Dependent Pericyte Proliferation and
Migration During Embryonic Blood Vessel Formation. FASEB J Off Publ Fed
Am Societies Exp Biol (2020) 34(11):15559-76. doi: 10.1096/1j.202000751RR
Stalin ], Imhof BA, Coquoz O, Jeitziner R, Hammel P, McKee TA, et al.
Targeting Olfml3 in Colorectal Cancer Suppresses Tumor Growth and
Angiogenesis, and Increases the Efficacy of Anti-Pd1 Based Immunotherapy.
Cancers (2021) 13(18): 4625-45. doi: 10.3390/cancers13184625

Biankin AV, Waddell N, Kassahn KS, Gingras MC, Muthuswamy LB, Johns
AL, et al. Pancreatic Cancer Genomes Reveal Aberrations in Axon Guidance
Pathway Genes. Nature (2012) 491(7424):399-405. doi: 10.1038/nature11547
Bolli N, Avet-Loiseau H, Wedge DC, Van Loo P, Alexandrov LB,
Martincorena I, et al. Heterogeneity of Genomic Evolution and Mutational
Profiles in Multiple Myeloma. Nat Commun (2014) 5:2997. doi: 10.1038/
ncomms3997

25.

26.

27.

28.

29.

30.

31

32.

33.

34.

35.

Viallard C, Larrivee B. Tumor Angiogenesis and Vascular Normalization:
Alternative Therapeutic Targets. Angiogenesis (2017) 20(4):409-26.
doi: 10.1007/s10456-017-9562-9

Ray-Coquard I, Pautier P, Pignata S, Pérol D, Gonzalez-Martin A, Berger R,
et al. Olaparib Plus Bevacizumab as First-Line Maintenance in Ovarian
Cancer. New Engl ] Med (2019) 381(25):2416-28. doi: 10.1056/
NEJMoal911361

Finn RS, Qin S, Ikeda M, Galle PR, Ducreux M, Kim TY, et al. Atezolizumab
Plus Bevacizumab in Unresectable Hepatocellular Carcinoma. New Engl | Med
(2020) 382(20):1894-905. doi: 10.1056/NEJMoal915745

Wick W, Gorlia T, Bendszus M, Taphoorn M, Sahm F, Harting I, et al.
Lomustine and Bevacizumab in Progressive Glioblastoma. New Engl ] Med
(2017) 377(20):1954-63. doi: 10.1056/NEJMoal707358

Coll M, Arifio S, Martinez-Sanchez C, Garcia-Pras E, Gallego ], Moles A, et al.
Ductular Reaction Promotes Intrahepatic Angiogenesis Via Slit2-Robol
Signaling. Hepatol (Baltimore Md) (2021). 75(2):353-68.doi: 10.1002/
hep.32140

Liu J, Hou W, Guan T, Tang L, Zhu X, Li Y, et al. Slit2/Robol Signaling Is
Involved in Angiogenesis of Glomerular Endothelial Cells Exposed to a
Diabetic-Like Environment. Angiogenesis (2018) 21(2):237-49. doi: 10.1007/
510456-017-9592-3

. Chang PH, Hwang-Verslues WW, Chang YC, Chen CC, Hsiao M, Jeng YM,

et al. Activation of Robol Signaling of Breast Cancer Cells by Slit2 From
Stromal Fibroblast Restrains Tumorigenesis Via Blocking Pi3k/Akt/Beta-
Catenin Pathway. Cancer Res (2012) 72(18):4652-61. doi: 10.1158/0008-
5472.CAN-12-0877

Jones CA, London NR, Chen H, Park KW, Sauvaget D, Stockton RA, et al.
Robo4 Stabilizes the Vascular Network by Inhibiting Pathologic Angiogenesis
and Endothelial Hyperpermeability. Nat Med (2008) 14(4):448-53.
doi: 10.1038/nm1742

Tavora B, Mederer T, Wessel KJ, Ruffing S, Sadjadi M, Missmahl M, et al.
Tumoural Activation of Tlr3-Slit2 Axis in Endothelium Drives Metastasis.
Nature (2020) 586(7828):299-304. doi: 10.1038/s41586-020-2774-y

Dunn LL, de Valence S, Tille JC, Hammel P, Walpoth BH, Stocker R, et al.
Biodegradable and Plasma-Treated Electrospun Scaffolds Coated With
Recombinant Olfactomedin-Like 3 for Accelerating Wound Healing and
Tissue Regeneration. Wound Repair Regeneration Off Publ Wound Healing
Soc [and] Eur Tissue Repair Soc (2016) 24(6):1030-5. doi: 10.1111/
wrr.12485

Miljkovic-Licina M, Hammel P, Garrido-Urbani S, Lee BP, Meguenani M,
Chaabane C, et al. Targeting Olfactomedin-Like 3 Inhibits Tumor Growth by
Impairing Angiogenesis and Pericyte Coverage. Mol Cancer Ther (2012) 11
(12):2588-99. doi: 10.1158/1535-7163.Mct-12-0245

Conflict of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.

Publisher’s Note: All claims expressed in this article are solely those of the authors
and do not necessarily represent those of their affiliated organizations, or those of
the publisher, the editors and the reviewers. Any product that may be evaluated in
this article, or claim that may be made by its manufacturer, is not guaranteed or
endorsed by the publisher.

Copyright © 2022 Zhou, Zhang, Chen, Shan, Wang, Wang, Chang, Jiang, Chen,
Wang, Shi, Yu, Li and Li. This is an open-access article distributed under the terms of
the Creative Commons Attribution License (CC BY). The use, distribution or
reproduction in other forums is permitted, provided the original author(s) and the
copyright owner(s) are credited and that the original publication in this journal is
cited, in accordance with accepted academic practice. No use, distribution or
reproduction is permitted which does not comply with these terms.

Frontiers in Oncology | www.frontiersin.org

May 2022 | Volume 12 | Article 879963


https://doi.org/10.1056/NEJMoa1913948
https://doi.org/10.1056/NEJMoa1913948
https://doi.org/10.1016/j.gene.2013.12.061
https://doi.org/10.1186/s12885-015-1349-z
https://doi.org/10.1186/s12885-015-1349-z
https://doi.org/10.1038/s41588-019-0475-y
https://doi.org/10.1038/s41588-019-0475-y
https://doi.org/10.3892/or.2020.7827
https://doi.org/10.3892/or.2020.7827
https://doi.org/10.1038/nature12124
https://doi.org/10.1242/dev.132829
https://doi.org/10.1177/1758835919855238
https://doi.org/10.1038/labinvest.2014.70
https://doi.org/10.1111/cpr.12606
https://doi.org/10.1038/s41388-021-01741-5
https://doi.org/10.1038/s41388-021-01741-5
https://doi.org/10.1172/jci81673
https://doi.org/10.1096/fj.202000751RR
https://doi.org/10.3390/cancers13184625
https://doi.org/10.1038/nature11547
https://doi.org/10.1038/ncomms3997
https://doi.org/10.1038/ncomms3997
https://doi.org/10.1007/s10456-017-9562-9
https://doi.org/10.1056/NEJMoa1911361
https://doi.org/10.1056/NEJMoa1911361
https://doi.org/10.1056/NEJMoa1915745
https://doi.org/10.1056/NEJMoa1707358
https://doi.org/10.1002/hep.32140
https://doi.org/10.1002/hep.32140
https://doi.org/10.1007/s10456-017-9592-3
https://doi.org/10.1007/s10456-017-9592-3
https://doi.org/10.1158/0008-5472.CAN-12-0877
https://doi.org/10.1158/0008-5472.CAN-12-0877
https://doi.org/10.1038/nm1742
https://doi.org/10.1038/s41586-020-2774-y
https://doi.org/10.1111/wrr.12485
https://doi.org/10.1111/wrr.12485
https://doi.org/10.1158/1535-7163.Mct-12-0245
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles

	ROBO1 p.E280* Loses the Inhibitory Effects on the Proliferation and Angiogenesis of Wild-Type ROBO1 in Cholangiocarcinoma by Interrupting SLIT2 Signal
	Introduction
	Materials and Methods
	Human Tissue Samples and Microarray
	Cell Culture
	Animal Experiment
	HUVEC Tube Formation Assay
	Chicken Chorioallantoic Membrane Assay
	Lentivirus Infection and Sanger Sequencing
	RNA Sequencing
	Statistical Analysis

	Results
	The ROBO1 E280&ast; Mutation Was Found in CCA Patients
	ROBO1 Is Downregulated in CCA Tissues and Associated With Poor Survival
	ROBO1E280&ast; Represses the Tumor-Suppressing Effects of ROBO1WT on Proliferation in CCA Cells
	ROBO1E280&ast; Reverses the Inhibitory Effects of ROBO1WT on the Angiogenesis and Tumorigenesis of CCA
	ROBO1E280&ast; Interrupts SLIT2/ROBO1 Transmembrane Signal Transduction in CCA Cells
	ROBO1E280&ast; Disrupts SLIT2-Induced Tumor-Suppressing Effects on Proliferation and Angiogenesis in CCA
	OLFML3 Is a Potential Target Regulated by ROBO1WT and ROBO1E280&ast;
	OLFML3 Is Essential for ROBO1E280&ast;-Induced Proliferation and Angiogenesis in CCA

	Discussion
	Data Availability Statement
	Ethics Statement
	Author Contributions
	Funding
	Supplementary Material
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages false
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 1
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages false
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /ENU (T&F settings for black and white printer PDFs 20081208)
  >>
  /ExportLayers /ExportVisibleLayers
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        0
        0
        0
        0
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions true
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 300
        /LineArtTextResolution 1200
        /PresetName ([High Resolution])
        /PresetSelector /HighResolution
        /RasterVectorBalance 1
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks true
      /IncludeHyperlinks true
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 6
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


