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An Erratum on: 


Pertinence of glioma and single nucleotide polymorphism of TERT, CCDC26, CDKN2A/B and RTEL1 genes in glioma: a meta-analysis
 by Wu Y, Zhou J, Zhang J, Tang Z, Chen X, Huang L, Liu S, Chen H and Wang Y (2023) Front. Oncol. 13:1180099. doi: 10.3389/fonc.2023.1180099


Due to a production error, there was a mistake in the name of Figure 2 as published. The figure part labels read as ‘Correlation of glioma and rs6010620 SNP’. The correct text is ‘Correlation of glioma and rs2736100 SNP’. The corrected Figure 2 appears below.




Figure 2 | Forest plots of meta-analyses for correlation of glioma and rs2736100 SNP under all models. (A) allele model; (B) recessive model; (C) co-dominant model (Homozygote); (D) co-dominant model (Heterozygote); (E) dominant model; (F) over-dominant model.



Due to a production error, there was a mistake in the name of Figure 4 as published. The figure part labels read as ‘Correlation of glioma and rs2736100 SNP’. The correct text is ‘Correlation of glioma and rs4977756 SNP.’ The corrected Figure 4 appears below.




Figure 4 | Forest plots of meta-analyses for correlation of glioma and rs4977756 SNP under all models. (A) allele model; (B) recessive model; (C) co-dominant model (Homozygote); (D) co-dominant model (Heterozygote); (E) dominant model; (F) over-dominant model.



Due to a production error, there was a mistake in the name of Figure 5 as published. The figure part labels read as ‘Correlation of glioma and rs4977756 SNP’. The correct text is ‘Correlation of glioma and rs6010620 SNP.’ The corrected Figure 5 appears below.




Figure 5 | Forest plots of meta-analyses for correlation of glioma and rs6010620 SNP under all models. (A) allele model; (B) recessive model; (C) co-dominant model (Homozygote); (D) co-dominant model (Heterozygote); (E) dominant model; (F). over-dominant model.



The publisher apologizes for this mistake.

The original version of this article has been updated.


Copyright © 2024 Frontiers Production Office. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.
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‘Schoemaker(Demark) (2010) — 1.28(0.90,1.80) 098 Shete (USA) (2009) —— 143(1.20,1.71) 1595
‘Schoemaker (Finland) (2010) e i S 1.13(0.76, 1. 071 ‘Schoemaker(Demark) (2010) 1.38(0.76,2.49) 1.44
Schoemaker (Sweden) (2010) — 1.37(1.07,1.76) 1.92 Schoemaker (Finland) (2010) 0 079(0.39, 1.58) 1.37
Schoemaker (UK-North) (2010) — 1.24(1.04,1.49) 3.49 Schoemaker (Sweden) (2010) 147 (0.99,2.18) 3.05
Schoemaker (UK-South) (2010) _— 146 (1.17, 228 Schoemaker (UK-North) (2010) 138(1.00,1.89) 492
Rajaraman (2012) —— 1.28(1.18, 15.66 Schoemaker (UK-South) (2010) ——— 1.81(1.24,265) 299
Egan (2011) T 1.16 (0.98, 1. 413 M-H Subtotal (I-squared = 61.8%, p = 0.001) 0 1.29(1.20, 1.40) 8545
Melin (2013) —_——— 1.40(1.04, 1.88) 1.32 D+L Subtotal <> 1.32(1.15,1.51)
Sublotal (\-squared = 0.0%,p = 0.670) o 126(1:22,131) 8334 : T
H Muttiple ’
Multiple . ‘Safaeian (2013) —— 1.43(1.18,1.74) 12.76
Safaeian (2013) b 1.25(1.12,1.40) 954 M-H Subtotal (I-squared = %, p =) e 1.43(1.18,1.74) 1276
Subtotal (I-squared = .%, <= 1.25(1.12,1.40) 954 D+L Subtotal e .43 (1.18, 1.74)
Asian ! Asian
Li(2012) o —— 0.99 (0.73,1.34) 1.26 Li(2012) 1.12(0.53,2.34) 1.03
Sibin (2016) - 0.92(0.62,1.37) 0.75 Sibin (2016) 0.68(0.25,1.81) 0.77
Chen (2011) — 1.06 (0.91,1.23) 5.1 M-H Subtotal (I-squared = 0.0%, p = 0.425) 0.93(0.52,1.67) 1.79
Subtotal (I-squared = 0.0%, p = 0.780) : 1.03(0.91,1.17) 7.12 D+L Subtotal 0.93 (0.52, 1.68)
Heterogeneity between groups: p = 0.012 | M-H Overall (isquared = 56.6%, p = 0.002) < 130(1.21,1.40) 100.00
Overall (I-squared = 0.0%, p = 0.503) > 1.24(1.20,1.29) 100.00 D+L Overall <> 1.31(1.16, 1.48)
T : T T T
401 1 249 255 1 393
o D
Correlation of glioma and rs4977756 SNP under co-dominance model (Homozygote) Correlation of glioma and rs4977756 SNP under co-dominance model (Heterozygote)
Study % Study %
D OR(#5%Cl)  Weight [} OR(95%Cl)  Weight
Caucasian 2 Caucasian
Wang (2011) f——— 1.46 (1.01,2.10) 4.64 Wang (2011) 1.04 (0.78, 1.39) 4.51
Di Stefano (2013) = 1.63(1.24,2.15) 8.28 Di Stefano (2013) 1.31(1.08, 1.59) 10.06
Fahmideh (2015) — - 1.82(1.03,3.24) 188 Fahmideh (2015) 1.85(1.15,2.98) 1.64
Viana-Pereira (2020) — > 2.85(1.42,5.71) 1.29 Viana-Pereira (2020) 1.94(1.15,3.30) 1.32
Shete (French) (2009) —_— 157 (1.26, 1.96) 12.81 Shete (French) (2009) 1.21(1.04, 1.42) 14.60
Shete (German) (2009) — 1.68(1.18,2.38) 5.09 Shete (German) (2009) 1.27 (0.96, 1.66) 4.99
Shete (Sweden) (2009) - 1.39(1.03, 1.88) 6.89 Shete (Sweden) (2009) 1.27(0.99, 1.64) 571
Shete (UK) (2009) R 1.35(1.04, 1.77) 8.86 Shete (UK) (2009) 242(1.98,2.96) 9.21
Shete (USA) (2009) — 155(1.27,189) 1576 Shete (USA) (2009) 1.14(097,1.33) 14.72
‘Schoemaker(Demark) (2010) —_—— 1,57 (0.80,3.07) 1.38 Schoemaker(Demark) (2010) 125(0.72,218) 121
Schoemaker (Finland) (2010) —_—— 1.13(051,2.53) 097 Schoemaker (Finland) (2010) 186 (0.96,3.58) 0.86
Schoemaker (Sweden) (2010) —_—— 1,87 (1.14,3.05) 257 Schoemaker (Sweden) (2010) 144 (093,2.21) 1.97
Schoemaker (UK-North) (2010) - 1.55(1.07,2.23) 465 Schoemaker (UK-North) (2010) 1.21(0.90, 1.62) 4.24
Schoemaker (UK-South) (2010) ——— 207 (1.34,322) 321 Schoemaker (UK-South) (2010) 126 (0.87,1.82) 2.69
Egan (2011) S+ 1.29/(0.92, 1.80) 551 Egan (2011) 132(1.02,1.71) 554
Melin (2013) B e a— 210(1.11,395) 154 Melin (2013) 201(1.15,352) 1.18
Subtotal (I-squared = 0.0%, p = 0.817) > 1.56 (143, 1.70) 85.33 Sublotal (-squared = 69.8%, p = 0.000) 135 (127, 1.45) 84.44
Multiple: L Multiple
‘Safaelan (2013) —_— 158 (1.27, 1.96) 12.95 Safaeian (2013) 118 (0.98, 1.41) 11.70
Subtotal (I-squared = %, p=.) L4 158 (1.27, 1.96) 12.95 Subtotal (I-squared = .%, 1.18 (0.98, 1.41) 11.70
Asian ' Asian
Li (2012) b - 1.09(0.52,2.32) 1.10 Li (2012) 0.94 (0.63, 1.38) 2.43
Sibin (2016) % 0.69 (0.25, 1.87) 0.62 Sibin (2016) 1.04 (0.63, 1.73) 1.43
Subtotal (I-squared = 0.0%, p = 0.469) . 0.93 (0.51, 1.69) 1.72 Subtotal (I-squared = 0.0%, p = 0.753) 0.97 (0.71, 1.33) 3.86
Heterogeneity between groups: i Heterogeneity between groups: p = 0.054
Overall (I-squared = 0.0%, ¢ 1.55(1.43, 1.67) 100.00 Overall (I-squared = 67.6%, .000) 1.31(1.24, 1.40) 100.00
T T T
A75 1 571 219 3.58
E Correlation of glioma and rs4977756 SNP under dominance model " F Correlation of glioma and rs4977756 SNP under overdominance model "
Study Weight Study Weight
D OR(95%C)  (MH) ) OR(@%CH  (MH)
Caucasian Caucasian A
Wang (2011) 1.14(0.87,1.49) 532 Wang (2011) — 1.09 (0.84, 1.41) 4.92
Di Stefano (2013) 1.38 (1.15, 1.65) 10.54 Di Stefano (2013) —T 0.87 (0.73, 1.03) 11.56
Fahmideh (2015) 184(1.17,2.90) 157 Fahmideh (2015) e 070 (047, 1.03) 267
Viana-Pereira (2020) 216(1.31,354) 1.14 Viana-Pereira (2020) —_— 0.72(045, 1.15) 1.79
Shete (French) (2009) 1.29(1.11,1.50) 1584 Shete (French) (2009) ——— 0.94 (081, 1.09) 16.37
Shete (German) (2009) 137 (1.06,1.77) 530 Shete (German) (2009) —— 095(0.75,121) 593
Shete (Sweden) (2009) 131(1.03,1.67) 616 Shete (Sweden) (2009) —_— 0.92(0.74, 1.13) 7.93
Shete EUK) )(2009) f;; ((‘“7)‘7 i-“’) :f‘ﬁ Shete (USA) (2009) e 1.03(0.90, 1.19) 17.19
Shete (USA) (2009) o kg - Schoemaker (Demark) (2010) — 0.95(0.58, 1.54) 1.46
Schoemaker(Demark) (2010) 135(0.81,2.25) 1.3 Schosmaker (Finland) (2010) —————S—————+ 0.57(0.32,1.00) 135
Schoemaker (Finland) (2010) 150(0.86,2.94) 0.86 Shoanakec: (Setan: GOI0) R S 0.95(0:67,135) 2.86
Schoemaker (Sweden) (2010) 1.57 (1.04,2.36) 2.02 Schoemaker (UK-North) (2010) —_— 0.98 (0.76, 1.26) 5.18
Schoemaker (UK-North) (2010) 1.30(0.98,1.72) 4.66 Schoemaker (UK-South) (2010) 1.07 (0.78, 1.47) 3.21
Schoemaker (UK-South) (2010) 1461.06,200) 265 M-H Subtotal (I-squared = 0.0%, p = 0.508) 0.95 (0.89, 1.01) 82.43
M-H Subtotal (I-squared = 54.6%, p = 0.007) 1.41(1.32,1.50) 82.01 D+L Subtotal " 0.95 (0. 39' 01)
D+L Subtotal 1.44 (1.29, 1.60) ‘ IR
Multiple Mump.h i
Safacian (2013) 1.28(1.08,1.51) 13.21 Safaeian (2013) s 1.00 (0.86, 1.17) 13.95
M-H Subtotal (-squared = %, 1.28(1.08,1.51) 1321 M-H Subtotal (I-squared = %, g 1.00 (086, 1.17) 13.95
DL Subtotal 128 (1,08, 1.51) D+L Subtotal < 1.00 (0.86, 1.17)
- Asian |
Li(2012) 0.96 (0.6, 1.39) 3.04 Li(2012) — 1.08(0.73,1.58) 2.20
Sibin (2016) 0.98 (0.60,1.58) 175 Sibin (2016) 0.93(0.56, 1.52) 1.41
M-H Subtotal (I-squared = 0.0%, p = 0.961) 097 (0.72,130) 479 M-H Subtotal (I-squared = 0.0%, p = 0.640) 1.02 (0.75, 1.38) 361
D+L Subtotal 0.97 (0.72,1.30) D+L Subtotal 1.02(0.75, 1.38)
M-H Overall (I-squared = 54.7%, p = 0.004) 1.37 (1.29, 1.45) 100.00 M-H Overall (I-squared = 0.0%, p = 0.670) g 0.96 (0.90, 1.01) 100.00
D+L Overall 1.38(1.25,1.52) D+L Overall 0.96 (0.90, 1.01)
T T T = T
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