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A Corrigendum on

Predicting epidermal growth factor receptor mutation status of lung
adenocarcinoma based on PET/CT images using deep learning

By Huang L, KongW, Luo Y, Xie H, Liu J, Zhang X and Zhang G (2024) Front. Oncol. 14:1458374.
doi: 10.3389/fonc.2024.1458374
In the published article “Nioche C, Orlhac F, Boughdad S, Reuzé S, Goya-Outi J, Robert

C, et al. LIFEx: a freeware for radiomic feature calculation in multimodality imaging to

accelerate advances in the characterization of tumor heterogeneity. Cancer Res.(2018)15;78

(16):4786-89. doi: 10.1158/0008-5472.CAN-18-0125.” was not cited in the article. The

citation has now been inserted in Section 2.6, 2.6 Data pre-processing and should read:

“In the context of image preprocessing for CT data, the original images are first adjusted to a

window width and level setting of −500 and 1,500, respectively. Following this adjustment, the

dataundergoa1×1×1resamplingprocess. Subsequently, theCTimagesare croppedon thebasis

of themaximal edge range of the 3DROI. For each case, eight central images from the lesion area

are retained as input data (the eight central images of the lesion refer to the eightlayer coronal

images of the central slice of the 3D lesion). Similarly, in the case of PET images, after completing

theSUVconversionusingLIFExsoftware (versionv6.20) (22), the imagesarecroppedonthebasis

of the maximal edge of the 3D ROI. Again, eight central images from the lesion are preserved as

input data for each case. If the number of lesion slices is less than eight, then all slices of data are

kept as input. The images are then resized to 299 × 299 pixels to satisfy the input requirements of

the CNNmodel. The data are randomly stratified into training and validation sets in a 7:3 ratio.”

The authors apologize for this error and state that this does not change the scientific

conclusions of the article in any way. The original article has been updated.
frontiersin.org01

https://www.frontiersin.org/articles/10.3389/fonc.2025.1564325/full
https://www.frontiersin.org/articles/10.3389/fonc.2025.1564325/full
https://www.frontiersin.org/articles/10.3389/fonc.2025.1564325/full
https://www.frontiersin.org/articles/10.3389/fonc.2025.1564325/full
https://www.frontiersin.org/articles/10.3389/fonc.2025.1564325/full
https://doi.org/10.3389/fonc.2024.1458374
https://doi.org/10.3389/fonc.2024.1458374
https://doi.org/10.3389/fonc.2024.1458374
https://www.frontiersin.org/journals/oncology
https://www.frontiersin.org
http://crossmark.crossref.org/dialog/?doi=10.3389/fonc.2025.1564325&domain=pdf&date_stamp=2025-02-12
mailto:zhanggj15@lzu.edu.cn
https://doi.org/10.3389/fonc.2025.1564325
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/oncology#editorial-board
https://www.frontiersin.org/journals/oncology#editorial-board
https://doi.org/10.3389/fonc.2025.1564325
https://www.frontiersin.org/journals/oncology


Huang et al. 10.3389/fonc.2025.1564325
Publisher’s note

All claims expressed in this article are solely those of the authors

and do not necessarily represent those of their affiliated
Frontiers in Oncology 02
organizations, or those of the publisher, the editors and the

reviewers. Any product that may be evaluated in this article, or

claim that may be made by its manufacturer, is not guaranteed or

endorsed by the publisher.
frontiersin.org

https://doi.org/10.3389/fonc.2025.1564325
https://www.frontiersin.org/journals/oncology
https://www.frontiersin.org

	Corrigendum: Predicting epidermal growth factor receptor mutation status of lung adenocarcinoma based on PET/CT images using deep learning
	Publisher’s note


