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A Corrigendum on

Exploring the impact ofHDL and LMNAgene expression on immunotherapy
outcomes in NSCLC: a comprehensive analysis using clinical & gene data

By Li J, Wang J and Cao B (2024) Front. Oncol. 14:1448966. doi: 10.3389/fonc.2024.1448966
In the published article, an author name was incorrectly written as Banwei Cao. The

correct spelling is Bangwei Cao.

The authors apologize for this error and state that this does not change the scientific

conclusions of the article in any way. The original article has been updated.
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