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An erratum on
 Molecular features of interaction between VEGFA and anti-angiogenic drugs used in retinal diseases: a computational approach

by Platania, C. B. M., Di Paola, L., Leggio, G. M, Romano, G. L., Drago, F., Salomone, S., et al. (2015) Front. Pharmacol. 6:248. doi: 10.3389/fphar.2015.00248



Reason for Erratum:

Due to a typesetting error, the article was published with incorrect values in Table 4. The publisher apologizes for this error and the correct version of Table 4 appears below. This error does not change the scientific conclusions of the article in any way.

Table 4. MM-PBSA results compared to experimental binding parameters.
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