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A Corrigendum on 


The Role of the FMN-Domain of Human Cytochrome P450 Oxidoreductase in Its Promiscuous Interactions With Structurally Diverse Redox Partners 
by Esteves F, Campelo D, Gomes BC, Urban P, Bozonnet S, Lautier T, Rueff J, Truan G and Kranendonk M (2020). Front. Pharmacol. 11:299. doi: 10.3389/fphar.2020.00299


In the original article, the reference to the study by Gideon et al. (2012) was erroneously used in the second paragraph of the Introduction. It has now been removed.

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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