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Background: Slow transit constipation (STC) is becoming a common and frequently
occurring disease in today’s society, and it is necessary to explore the safe and effective
treatment of STC.

Method: Our study aimed to investigate whether the laxative effect of Maren pills (MRW) is
associated with the regulation of intestinal microflora and intestinal metabolism in the
colon. Loperamide hydrochloride-induced STC rats received MRW intragastrically for two
consecutive weeks to evaluate the laxative effect of MRW involving the regulation of
intestinal microflora, intestinal metabolism, and 5-HT signaling pathway. Intestinal
microflora was detected by 16s rDNA sequencing, intestinal metabolism of short-chain
fatty acids (SCFAs) was detected by HPLC, and the 5-HT signaling pathway was detected
by WB, ELISA, immunofluorescence, and immunohistochemical analysis.

Results: Our results revealed that the treatments with MRW increased not only the body
weight, 24-h fecal number, 24-h wet fecal weight, 24-h dry fecal weight, fecal water
content, and the intestinal propulsion rate but also the colonic goblet cell number, colonic
Muc-2 protein expression, and colonic mucus layer thickness in the STC model rats.
Moreover, MRW activated the 5-HT pathway by increasing the levels of 5-HT, 5-HIAA, 5-
HT4R, CFTR, cAMP, and PKA in the colon tissue of STC rats. The 16S rDNA sequencing
results showed that MRW improved the colonic microflora structure in colonic contents of
STC rats, mainly by increasing Lactobacillus and decreasing Prevotella. Finally, we found
that MRW regulated the SCFA metabolism in the colonic contents of the STC rats, mainly
by increasing the contents of acetic acid, propionic acid, and butyric acid; the relative
abundance of Lactobacillus was positively correlated with either contents of acetic acid,
propionic acid, and butyric acid, and the relative abundance of Clostridium was negatively
correlated.

Frontiers in Pharmacology | www.frontiersin.org 1

April 2022 | Volume 13 | Article 804723


http://crossmark.crossref.org/dialog/?doi=10.3389/fphar.2022.804723&domain=pdf&date_stamp=2022-04-12
https://www.frontiersin.org/articles/10.3389/fphar.2022.804723/full
https://www.frontiersin.org/articles/10.3389/fphar.2022.804723/full
https://www.frontiersin.org/articles/10.3389/fphar.2022.804723/full
https://www.frontiersin.org/articles/10.3389/fphar.2022.804723/full
http://creativecommons.org/licenses/by/4.0/
mailto:txg668nc@sohu.com
https://doi.org/10.3389/fphar.2022.804723
https://www.frontiersin.org/journals/pharmacology
www.frontiersin.org
https://www.frontiersin.org/journals/pharmacology#articles
https://www.frontiersin.org/journals/pharmacology
https://www.frontiersin.org/journals/pharmacology#editorial-board
https://doi.org/10.3389/fphar.2022.804723

Zhan et al.

Maren Pills Treated Slow Transit Constipation

Conclusion: Our study further showed that MRW could improve constipation in STC rats,
and the mechanism may be by regulating the intestinal microflora structure and improving

the metabolism of SCFAs.

Keywords: slow transit constipation, Maren pills, gut microbiota, intestinal metabolism, 5-HT pathway

INTRODUCTION

Slow transit constipation (STC) is a common type of functional
constipation, characterized by infrequent, difficult defecation and
hard dry stool (Hanson et al., 2019). Although STC is not life-
threatening, it can adversely impair patient’s life quality and pose
a high economic burden on the society (Inoue et al., 2017). In
recent years, the STC has been reported to be linked with aberrant
gastrointestinal tract, which is usually caused by dysfunction of
interstitial cells of Cajal (ICC) (Zhu et al., 2016) and an abnormal
5-hydroxytryptamin (5-HT) signal (Guarino et al, 2011; Wu
et al, 2020). In addition, increasing evidence suggests that
intestinal microflora is another vital factor that is related to
the development of STC (Ding et al.,, 2018; He et al., 2020).
The intestinal microflora has been believed to be related to the
pathogenesis of many diseases, such as inflammatory bowel
disease (Vich Vila et al., 2018), virus infection (Groves et al.,
2020), metabolic disease (Zhong et al., 2016), and constipation
(Zhuang et al., 2019). A previous study demonstrated decreased
relative abundance of Bifidobacterium and Lactobacillus along
with increased abundance of Desulfovibrionaceae in patients with
constipation (Zhuang et al., 2019). In addition, a remarkable
reduction of butyrate-producing  bacteria, such as
Faecalibacterium, Ruminococcaceae, and Roseburia, was also
observed in constipation, which was further confirmed by
reduced production of short-chain fatty acids (SCFAs),
especially butyric acid, caused by constipation (Mancabelli
et al., 2017; Zhuang et al, 2019; He et al, 2020). Intestinal
metabolites may bridge the intestinal microflora to STC. It has
been reported that the altered intestinal microflora was associated
with constipation-related bile acids (Bas), SCFAs, tryptophan
metabolism, as well as intestinal integrity and motility (Zhang
et al, 2021). As the main metabolite of intestinal microflora,
SCFAs have been demonstrated to promote 5-
hydroxytryptamine  (5-HT) biosynthesis from colonic
enterochromaffin cells (ECs), thus modulating gastrointestinal

motility (Yano et al., 2015). Some gut bacteria could metabolize
tryptophan into tryptamine, in which tryptamine could activate
the cAMP-dependent chloride channel in colonic epithelium,
leading to increased intestinal secretion and faster intestinal
transit (Bhattarai et al., 2018). These discoveries suggest that
the regulation of intestinal microflora and intestinal metabolites
may be promising therapies for STC.

Maren pills (MRW) are compound medicine composed of six
Chinese herbs, including Semen cannabis, Rhubarb, Apricot
kernel, Magnolia officinalis, Paeonia lactiflora Pall, and Fructus
aurantii immaturus (Table 1) (Zhan et al., 2020). As a widely used
herb clinically, Maren pills have been demonstrated to improve
symptoms of constipation patients and increase defecating
frequency (Yin, 2016). Moreover, our previous study also
confirmed the therapeutic role of MRW in STC rats via
regulating AQP3 and CFTR signaling pathways (Zhan et al,
2020). However, the influence of MRW on the intestinal
microflora and intestinal metabolite in the context of STC
remains unknown.

Therefore, in this study, we investigated the anti-STC effects of
MRW using a loperamide hydrochloride-induced STC model,
followed by a gut microbial analysis and intestinal metabolite
quantification to identify the molecular mechanism of Maren
pills in the treatment of STC.

MATERIALS AND METHODS

Animals and Experimental Design

A total of 72 healthy male SD rats (210-230 g, 8 weeks old) were
purchased from the Animal Center of West China Medical
College, Sichuan University (Chengdu, China). All rats were
housed in cages with free access to food and water at
controlled temperature (23 + 2°C), humidity of 50-55%, and
12-h light-dark cycle. Loperamide hydrochloride was bought
from Xian Janssen Co., Ltd. (lot: 171205792, Xian, China).

TABLE 1 | Information of MRW plant contents.
Herbs name Plant names

Semen cannabis Cannabis sativa L

Rhubarb
Apricot kernel

Rheum palmatum L

Prunus armeniaca L
Magnolia officinalis Magnolia officinalis Rehder and E.H.Wilson
Paeonia lactiflora Pall
Fructus aurantii
immaturus

Cynanchum otophyllum C.K.Schneid
Citrus aurantium L

Prunus armeniaca L.var.ansu Maxim., Prunus sibirica L., Prunus mandshurica (Maxim.) Koehne, and

Family Medicinal part
Cannabaceae Seeds
Martinov
Polygonaceae Juss Rhizome
Rosaceae Juss Seeds

Magnoliaceae Juss Bark and root

bark
Apocynaceae Juss Root
Rutaceae Juss Fruit
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MRW were obtained from Chongqing Taiji Industry Co., Ltd.
(lot: Z50020517, Chongqing, China). Chemical compositions of
MRW were confirmed using ultra-performance liquid
chromatography-mass  spectrometry ~ (UPLC-MS)  (the
detection method is shown in the Supplementary Material),
and the UPLC-MS results are shown in Supplementary Table S1.
Among the chemical compositions of MRW, the content of
sulfuric acid monoesters was the highest.

After 1 week of adaptive feeding with a basal diet, the rats were
randomly divided into six groups with 12 rats in each group as
follows: control group, model group, low dose of MRW group
(L-MRW), medium dose of MRW group (M-MRW), high dose of
MRW group (H-MRW), and mosapride group (positive). The
rats in the model, MRW-treated, and positive groups received
1.5mg/kg/d loperamide hydrochloride by intragastric
administration in the morning, and the treatment was given
for 2 weeks to establish the STC model (Lee et al., 2012; Narita
et al., 2020; Li et al., 2021; Liu and Zhi, 2021). For the MRW-
treated groups, rats were gavaged daily afternoon with MRW
during the 2-week period using 0.5, 1, and 2 g/kg body mass dose
in their corresponding group, respectively. For the positive group,
rats were gavaged daily afternoon with 1.6 mg/kg of mosapride
during the 2-week period. The control group was administered
with an equal volume of saline by gavage. The body weight was
recorded every 2 days. The 24-h feces were collected after the last
treatment for further analysis. Rats were anesthetized and then
killed by cervical dislocation to harvest colon tissue and contents
for further analysis.

24-h Defecation and Fecal Water Content
At the end of the last treatment, rats were housed individually in
metallic cages to collect feces once an hour for 24 h, and the feces
number and weight were recorded. The fecal water content was
calculated after drying the feces in a desiccator at 60°C for 12 h,
according to the equation: (wet weight-dry weight)/wet
weight x100%.

Measurement of Intestinal Transit Rate

To evaluate the intestinal motility, the rats (n = 6) in each group
were gavaged with a charcoal meal (20 ml/kg, 3% suspension of
activated charcoal in 0.5% aqueous methylcellulose) after 30 min
at the end of the last treatment. After 40 min, rats were
euthanized. The intestinal transit rate was calculated as
follows: traveled distance of activated charcoal in the intestine
(cm)/full length of the small intestine (cm) x100%.

Histological Analysis

Colon tissues were initially fixed in 4% paraformaldehyde,
embedded into paraffin, and sectioned into 5-um slides. After
deparaffinization and rehydration, hematoxylin and eosin (HE)
staining was performed to measure histological morphology.
Periodic acid-Schift (PAS) staining was used to measure the
colonic mucus thickness.

Immunohistochemical Staining
Immunohistochemical staining was conducted to analyze the
expression of 5-HT using a primary antibody against the
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protein. First, the paraffin sections of colon tissues were
incubated with 3% hydrogen peroxide and blocked with a
regular blocking solution (5% skim milk powder). Then the
sections were incubated with the primary antibody (anti-5-HT,
1:500; lot: FNab09928, FineTes, Wuhan, China) at 4°C for 12 h.
After washing three times, all sections were incubated with
secondary antibodies at 37 °C for 2 h. Finally, DAB was used
for chromogenic detection, followed by washing the sections. The
immunohistochemical results were observed.

Immunofluorescence Staining

Immunofluorescence staining was used to assess the expression
and distribution of 5-HT4R and CFTR in the colonic epithelium.
The paraffin sections of the colon tissues were blocked with 2%
BSA for 30 min. Primary antibodies against 5-HT,R (1:500,
ab60359, Abcam, United States) and CFTR (1:500, ab131553,
Abcam, United States) were added and incubated overnight. After
three washes, the anti-Cy3 IgG secondary antibody or the anti-
FITC IgG secondary antibody was added and incubated for 2 h.
Finally, DAPI nuclei staining was performed. Images were
captured using a fluorescent microscope (Olympus BX5I;
Olympus Corp., Tokyo, Japan) at magnification x200 and x400.

ELISA

The production of 5-HT and TPH-1 in the colon tissue was
measured using mouse 5-HT ELISA (lot: ER1463, FineTes,
Wuhan, China) and TPH-1 ELISA kits (lot: ER1409, FineTes,
Wuhan, China), following the manufacturer’s instruction.

Western Bolt Analysis

Total proteins were extracted from the colon tissues using a RIPA
lysis buffer (Beyotime, Beijing, China), and a BCA protein assay
kit (Vazyme, Nanjing, China) was used to measure protein
concentration. After separating by 10% SDS-PAGE and
transferring on polyvinylidene fluoride (PVDF) membranes,
the samples were blocked by 5% skim milk and kept for 2 h at
room temperature. Then the samples were incubated with
primary antibodies for overnight at 4°C. The information of
the antibodies is as follows: Muc-2 (1:1000, ab272692, Abcam,
United States), 5-HT4R (1:500, ab60359, Abcam, United States),
CFTR (1:500, ab181782, Abcam, United States), cCAMP (1:5000,
ab76238, Abcam, United States), and PKA (1:1000, ab75991,
Abcam, United States). Next, the samples were subsequently
incubated with secondary antibodies for 2h at room
temperature  after ~washing three times. Finally, a
chemiluminescence detection system was used to detect the
samples, and Image] was used to quantify the intensity of the
bands. B-actin was used as an internal reference.

16S rDNA Sequencing and Analysis

Microbial DNA from colonic content samples was extracted by
using the ZR Fecal DNA Extraction Kit (Zymo Research, CA, United
States), and the V3-V4 region was amplified using the universal
primers (319F: 5'-ACTCCTACGGGAGGCAGCAG-3'; 806R: 3'-
ACTCCTACGGGAGGCAGCAG-5'). The samples were sent to the
Shanghai Personal Biotechnology Co., Ltd. (Shanghai, China) for
pooling and paired-end sequencing on an Illumina MiSeq sequencer

Frontiers in Pharmacology | www.frontiersin.org

April 2022 | Volume 13 | Article 804723


https://www.frontiersin.org/journals/pharmacology
www.frontiersin.org
https://www.frontiersin.org/journals/pharmacology#articles

Zhan et al.

(Nlumina). The Quantitative Insights Into Microbial Ecology
(QIIME, v1.8.0) pipeline and the Quantitative Insights into
Microbial Ecology (QIIME) software packages, version 1.9.1 were
used to process the sequencing data and microbial composition
analysis. By statistical analysis of the ASV/OTU table after
extraction, the specific composition table of microbial community
in each sample at each classification level can be obtained. A
principal components analysis (PCA) was performed using the
following website: https://www.omicshare.com/tools/index.php/
Home/Soft/pca, and the heat map of genera level community
composition was analyzed by using the following website: https://
www.bioincloud.tech/standalone-task-ui/cor_heatmap. Metabolic
pathway statistics were analyzed by the KEGG Pathway database
(http://www.genome.jp/kegg/pathway.html) and the MetaCyc
database. The original sequencing data were uploaded to SRA
database using the following link: https://www.ncbi.nlm.nih.gov/
sra/PRJNA792032.

Determination of Intestinal Metabolites in

Colonic Contents

Finally, SCFAs in colonic contents were detected, according to a
previous study (Fan et al., 2021). In brief, the samples were extracted
by adding 1,000 pL of ethanol (containing 0.5% hydrochloric acid,
v/v) and 10uL of internal reference, then vortexing and
ultrasonicating for 40 min, and finally centrifuging at 14,000 rpm
for 10 min. Next, the extracted samples were detected by Agilent
7890-5977 gas chromatography-mass spectrometry (Agilent
Technologies, Santa Clara, CA, United States). The
chromatographic column was a DB-FFAP (30 m x 0.25mm id,
0.25-um film, Agilent Technologies). The parameter settings were
the same to the previous study (Fan et al,, 2021). Standard reference
database 1A was used to match the results. The levels of acetic acid,
propionic acid, isobutyric acid, butyric acid, isovaleric acid, valeric
acid, and caproic acid were detected.

Statistical Analysis

All data are shown as mean * SD. GraphPad Prism 7 (GraphPad
Software Inc., United States) and SPSS 19.0 (IBM SPSS software,
United States) were used to analyze data, and the statistical
differences among the five groups were determined by one-way
ANOVA. If the data fitted the homogeneity of variance, LSD analysis
was selected; if not, Tamhane’s T2 analysis was selected. Repeated-
measures ANOVA was used to analyze rats’ body weight by SPSS
19.0. Linear, quadratic, and cubic models were used to analyze the
24-h fecal number, 24-h wet fecal weight, 24-h dry fecal weight, fecal
water content, and intestinal propulsion by SPSS 19.0. Pearson’s
correlation test was analyzed by SPSS 19.0. p < 0.05 was considered
statistically significant.

RESULTS

MRW Improved Constipation of the STC

Rats
As shown in Table 2, since the fourth day, the body weight of the
STC model rats was significantly lower than that of control rats.

Maren Pills Treated Slow Transit Constipation

Since the sixth day, the body weights of rats in the M-MRW,
H-MRW, and positive groups were significantly higher than that of
the STC model rats. On the 14th day, the body weights of rats in the
L-MRW, M-MRW, H-MRW, and positive groups were significantly
higher than that of the STC model rats. On the eighth, 12th, and
14th days, the body weight of rats in the L-MRW was significantly
lower than that of the positive rats. There was no significant
difference in the body weight between the H-MRW and positive
rats in this experiment. Moreover, the analysis of Pillai’s Trace and
Roy’s greatest root in the repeated-measures ANOVA showed that
time*MRW dose was an important factor in the MRW treatment.
As shown in Table 3, the 24-h fecal number, 24-h wet fecal weight,
24-h dry fecal weight, fecal water content, and intestinal propulsion
of the STC model rats were obviously decreased, and those in the
L-MRW, M-MRW, and H-MRW rats were increased compared to
the STC model rats. Moreover, the 24-h fecal number, fecal water
content, and intestinal propulsion of the H-MRW group were
similar to those in the positive group. Otherwise, the data in the
24-h fecal number, 24-h wet fecal weight, 24-h dry fecal weight, fecal
water content, and intestinal propulsion presented results from a
linear regression model.

MRW Improved Colonic Mucus Barrier in

the STC Rats

As shown in Figure 1A,C, in the STC rats, the mucosal layer of the
colon tissue was damaged, the epithelium cells were lost after its
exfoliation, the intestinal gland in lamina propria was dissolved and
necrotic, and the goblet cells in the intestinal gland were
significantly reduced. Compared to the STC rats, the intestinal
gland necrosis in the lamina propria of the colon tissue was
improved and the goblet cells number in the intestinal gland
was significantly increased in the L-MRW, M-MRW, H-MRW,
and positive rats. Among these, H-MRW and positive groups
showed similar obvious improvement effects on the structure of
STC rats’ colon. The PAS staining results showed that L-MRW,
M-MRW, H-MRW, and positive treatments all increased the
colonic mucus layer thickness of the STC rats, and H-MRW
and positive treatments had a higher increase in the colonic
mucus layer thickness of STC rats’ colon (Figure 1B,D). As
shown in Figure 1E, in the STC rats, the Muc-2 protein
expression was decreased when compared with the control rats.
After treatment with MRW, the Muc-2 protein expression in the
L-MRW, M-MRW, and H-MRW rats were increased, compared
with the STC rats.

MRW Promoted the Secretion of 5-HT and

Activated Its Receptor Pathway in STC rats
As shown in Figure 2A, in the STC rats, the 5-HT expression was
decreased when compared with the control rats. After the
treatment with MRW, the 5-HT expression in the M-MRW
and H-MRW rats were increased in comparison with the STC
rats. As shown in Figure 2B, 5-HT and TPH-1 levels were
decreased in the STC rats compared to the control rats,
detected by ELISA, and those in the M-MRW and H-MRW
rats were increased when compared with the STC rats. As shown
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TABLE 2 | Changes in the body weight of the rats.

Maren Pills Treated Slow Transit Constipation

Time od 2d 4d 6d 8d 10d 12d 14d
group
Control 21718 £ 245 22044 +7.06 224.30 + 3.75"** 22497 + 355" 226.01 £ 6.73"* 228.83 + 516" 232.50 + 4.79**  233.46 + 4.54***
Model 216.76 + 3.43 21455 +4.73 21095 + 3.78 209.87 + 5.29 208.78 + 6.82 205.37 + 3.27 203.65 + 8.53 200.75 + 4.07
L-MRW 216.71 £ 6.14 21505+ 508 213.01 + 3.64 21429+ 420 21229 +577% 21168+ 2.62% 21529 £ 348 214.99 + 421788
M-MRW 21655+ 249 21583 +621 21581530 21996+ 3.70"™ 21970 +7.35* 21530 +4.08™% 217.83 £+ 6.30* 22320 + 2.77**
H-MRW 21654 + 429 21506 +4.88 21436 £6.09  217.21 £+ 535" 221.84 + 8.69" 221.70 + 6.39** 221.53 + 8.98"* 22562 + 5.74**
Positive 217.02 £ 427 21436 +4.81 21529 +3.11 21894 + 3.73* 22339 + 7.64* 220.84 + 542" 221.67 + 10.1** 22519 + 6.27***
F 0.024 1.029 6.533 8.338 5.192 18.821 9.727 34.372
P 1.000 0.419 0.000 0.000 0.002 0.000 0.000 0.000
Pillai’s trace Time F 1.619
P 0.210
MRW dose*time F 1.954
P 0.028
Roy’s Time F 1.619
greatest root P 0.210
MRW dose*time F 14.150
P 0.000

Note: The data were normally distributed and determined by one-way ANOVA, following LSD analysis. Repeated-measures ANOVA was used to analyze the rats’ body weights among
model, L-MRW, M-MRW, and H-MRW, groups. *p < 0.05, *p < 0.01, ***p < 0.001 vs. model group; $p < 0.05, $$p < 0.01, 5“%p < 0.001 vs. positive group.

TABLE 3 | Defecation of rats.

Control Model L-MRW M-MRW
Fecal 38.7 + 1.2 15.7 £ 2.2 258 +1.77%¢ 26.7 + 12,9
number
24 1)
Fecal 7.846 £ 0785 3780+ 1.210 5188 +0.878%% 5744 + 2.9517%%
weight
241 (9
Fry fecal 594 £ 0.633™ 3246+ 1.028 4276+ 0.873%% 4497 +2.0447%%
weight
4 1)
Water 24.33 + 1.71** 13.86 + 2.59 17.92 + 3.80° 18.85 + 6.73*
content (%)
Propeling ~ 68.783 + 3.143™*  35.661 + 2.462 45.748 + 4526 %% 54724 + 4,083
rate (%)

H-MRW Positive F P Model p Value
Linear Quadratic Cubic
32.2 £ 2.6 31.7 £ 4.0 51.402 0.000 0.438 0.000 0.000
7.023+1.1317% 8319+ 1.071* 16312 0.000 0.633 0.000 0.001
5332 +06137% 6417 +0987* 9720 0.000 0.751 0.000 0.004
23.52 + 553" 22.95 + 3.98" 5811 0.001 0.321 0.001 0.005
56.502 + 4.325"* 56.81 + 7.62 35.0561 0.000 0.305 0.000 0.000

Note: The data were normally distributed and analyzed by one-way ANOVA. Linear, quadratic, and cubic model analyses were used to predict the MRW dose model among model,
L-MRW, M-MRW, and H-MRW groups. *p < 0.05, *p < 0.01, **p < 0.001 vs. model group; p < 0.05, ®¥p < 0.01, **¥p < 0.001 vs. positive group.

in Figure 2C, the 5-HIAA level was decreased in the STC rats and
increased in the H-MRW rats. As shown in Figure 2D, the
expression of 5-HT,R and CFTR were decreased in the STC rats
compared to the control rats and increased in the M-MRW and
H-MRW rats compared to the STC rats. Otherwise, the
expression of 5-HT,R in H-MRW rats was higher than that in
L-MRW. As shown in Figure 2E, there were a decrease in the 5-
HT,R, CFTR, cAMP, and PKA protein expression in the STC rats
compared to the control rats, and an increase in those in the
M-MRW and H-MRW rats compared to the STC rats was
observed.

Effects of MRW on Colonic Microflora in
STC Rats

The structure and composition of colon microflora are shown
in Figure 3A,B: At the phylum level, the top two phyla among

all treatments are Firmicutes and Bacteroidota. Compared to
the control rats, the relative abundance of Firmicutes was
lowered and the relative abundance of Bacteroidota was
increased in the STC rats. After the treatment with MRW,
the relative abundance of Firmicutes was increased and the
relative abundance of Bacteroidota was decreased in the
L-MRW, M-MRW, and H-MRW rats, compared with the
STC rats. At the genus level, compared to the control rats,
four taxa significantly decreased in relative abundance and
two taxa significantly increased in relative abundance. In these
taxa, Lactobacillus was an increased taxon and Prevotella was
adecreased taxon in the L-MRW, M-MRW, and H-MRW rats,
compared with the STC rats. Lactobacillus belongs to
Firmicutes and Prevotella belongs to Bacteroidota, and the
most abundant significantly altered genus taxa were also
Lactobacillus and Prevotella, indicating that the phylum
level change might be mostly contributed by Lactobacillus

Frontiers in Pharmacology | www.frontiersin.org

April 2022 | Volume 13 | Article 804723


https://www.frontiersin.org/journals/pharmacology
www.frontiersin.org
https://www.frontiersin.org/journals/pharmacology#articles

Zhan et al.

Maren Pills Treated Slow Transit Constipation

A Control Model L-MRW

200x

w
T
LB
)
o
3
B Control Model L-MRW
P NGy
(%]
<<
a

300

w

3 = == Control
Sy ok

83 P =1 Model
2 2 200 = L-MRW
o

58 = M-MRW
g° 100 = H-MRW
55 mm Positive
£

@

£

F [}

Muczl e < —— |

B-actin | —— —— — — |

Control
Model
L-MRW
M-MRW
H-MRW

group; and %¥p < 0.01 vs. L-MRW group.
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and Prevotella. Therefore, the increase in Lactobacillus and
the decrease in Prevotella were related to improvement of
constipation in the STC rats with MRW treatments.

Results from the principal component analysis (PCA) are
shown in Figure 4A; under the principal component PCl
condition (17.5%), L-MRW, M-MRW, and H-MRW groups
were close to the control group and the model group was far
from the control group, suggesting that the colon microflora
structure of the L-MRW, M-MRW, and H-MRW groups were
more similar to the control group; in them, the L-MRW group
was the closest to the control group. A heatmap of genera level

community composition combined with a cluster analysis is
shown in Figure 4B; it also shows that the colonic microbial
structure of the L-MRW, M-MRW, and H-MRW groups are
more similar to the control group. KEGG and MetaCyc analyses’
results used for exploring potential microbial pathways are shown
in Figure 4C,D; the intestinal microflora was mainly enriched in
the metabolic (analyzed by KEGG) and biosynthesis functions
(analyzed by MetaCyc). The main metabolism pathways (Relative
abundance >2500) analyzed by the KEGG were amino acid
metabolism, carbohydrate metabolism, lipid metabolism,
metabolism of cofactors and vitamins, metabolism of other
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FIGURE 2| MRW promoted the secretion of 5-HT and activated its receptor pathway in the STC rats. (A) Immunohistochemical results of 5-HT in colon tissue. I0D:
integral optical density. (B) ELISA results of 5-HT and TPH in colon tissue. (C) HPLC results of 5-HIAA in colon tissue. (D) Immunofluorescence results of 5-HT4R and
CFTRin colon tissue. I0D: integral optical density. (E) WB results of 5-HT4R, CFTR, cAMP, and PKA in colon tissue. All data were normally distributed and analyzed by
one-way ANOVA. *p < 0.05, **p < 0.01, **p < 0.001 vs. model group; ¥p < 0.05, ¥p < 0.01, *&p < 0.001 vs. L-MRW group.

amino acids, and metabolism of terpenoids and polyketides, and
the main biosynthesis pathways (Relative abundance >7,500)
analyzed by the MetaCyc were amino acid biosynthesis;
cofactor, prosthetic group, electron carrier, and vitamin
biosynthesis; fatty acid and lipid biosynthesis; and nucleoside
and nucleotide biosynthesis. Therefore, the metabolism and
biosynthesis of amino acid and lipid might play an important
role in regulating constipation with MRW treatments.

Effects of MRW on Short-Chain Fatty Acids
(SCFAs) in Colonic Contents of STC Rats,
and the Spearman Correlation Analysis
Between the SCFAs and the Colonic

Microflora
In this study, we detected seven SCFAs (acetic acid, propionic
acid, isobutyric acid, butyric acid, isovaleric acid, valeric acid, and
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caproic acid) in colon contents. As shown in Figure 5A, the
contents of acetic acid, propionic acid, and butyric acid most
obviously changed among the seven SCFAs. Compared to the
control rats, the contents of acetic acid, propionic acid, and
butyric acid were reduced in the STC rats (p > 0.05). After the
treatment with MRW, the contents of acetic acid, propionic acid,
and butyric acid were increased (p > 0.05). Finally, we performed
a Pearson’s correlation analysis between the SCFAs (acetic acid,
propionic acid, and butyric acid) and the top 12 dominant

microflora at the genus level. As shown in Figure 5B, the
relative abundance of Lactobacillus was positively correlated
with either content among acetic acid, propionic acid, and
butyric acid, and the relative abundance of Clostridium was
negatively correlated. Moreover, the content of acetic acid was
negatively correlated with the relative abundance of Prevotella,
the content of propionic acid was negatively correlated with the
relative abundances of SMB53, and the content of butyric acid
was negatively correlated with the relative abundances of

Frontiers in Pharmacology | www.frontiersin.org

April 2022 | Volume 13 | Article 804723


https://www.frontiersin.org/journals/pharmacology
www.frontiersin.org
https://www.frontiersin.org/journals/pharmacology#articles

Zhan et al.

Maren Pills Treated Slow Transit Constipation

C ot growt and doots I
Cell motility ~  S—
Cellular Processes
Cellular community - prokaryotes= 1
Transport and catabolism= &
A Membrane transport - EE——"
PCA Signaling molecules and interaction - Environmental Information Processing
Signal transduction~ =
Folding, sorting and degradation - E————
Replication and repair - E—— i .
Informat Processing
- Transcription - w—
a: Translation -  E———
Infectious diseases- = “
E Human Diseases
roup 3 Neurodegenerative diseases =
g ® Con T
g A Mod =2 Amino acid
So A A iR &
4 + MMRW (3 Biosynthesis of other secondary melabolites - S
4 e 8 "
b
x
A A ++ Energy melabolism - E——
Glycan and
a }“h Lipid Motabolism
Py + Metabolism of cofacts jitamins =
° Metabolism of other amino acids - e ——
Metabolism of terpenoids and PolyKelices =
EG o K3 ) 3 Nucleotide metabolism - E——
PC1(17.5%) Xenobiotics and
Digestive system =
Endocrine system= |
B Environmental adaptation-  # Organismal Systems
Excretory system -
Immune system =
0 1000 2000 3000 4000 5000
] cont s Categoryt Relative abundance
Con
] L] cen2 < B vmw
CIECE [ ] Con 2 ovrw D Amine and Polyamine Biosynthesis =
mino Ac .
|| ] Cond 2 :‘::W Aromatic Compound Biosynthesis -
Carbohydrate Biosynthesis -  m—"
] ] [] Cons 1 Cell Structure Biosynthesis -  E—"
Cont Cofactor, Prosthetic Group, Electron Carrier, and Vitamin Biosynthesis -  Se————————— Biosynthesis
° Fatty Acid and Lipid Biosynthesis -  s—
Metabolic Regulator Biosynthesis -
Hurwr B
SIS/ (SR - ot s B
] ] 1 HMRW2 Other Biosynthesis -
Secondary Metabolite Biosynthesis -  mmmm—
1 I HMRWS
Amine and Polyamine Degradation -
] ] ] HMRWA Amino Acid Degradation= 1
BREE [l HMRWS Aromatic Compound Degradation -
C1 Compound Utilization and Assimilation - =
[] HMRWS Carbohydrate Degradation -  m—
Carboxylate Degradation =
] I ] LMRW1 Chlorinated Compound Degradation = Degradation/Utilization/Assimilation
e Degradation/Utilization/Assimilation — Other =
[ ] ] ] LMRW2 Fatty Acid and Lipid Degradation= |
IR Inorganic Nutrient Metabolism - =
] ] [] RS >
< Nucleoside and Nucleotide Degradation -  mmm—
] ] LMRWS = Polymeric Compound Degradation= mm
x ndary Metabolite Degradation- =
. ’. LR ; Antibi R Detoxificati
— & ntbiotc Rosistanco - toification
] ] LMRWS o
3 1,5-anhydrofructose degradation
1] ] MMRW1 & ethylmalonyl-CoA pathway -
L] 2 ‘ermentation -
& ] MMRW2 = formaldehyde oxidation |- 1
i ] MR ; ﬁl{colys;s- E—
yorylate cyclo- ’
ECIE ] MMRWA isopropanol biosynthesis - | \Conecetion'ol ErectrsoriMetatoNo'and Eneryy)
methy! ketone biosynthesis -
|| ] MMRWS Pentose Phosphate Pathways - s
Photosynthesis - wem
[E1E [l MMRWS Respiration= &
] ] ] Mod1 TCAcycle- wm
Mod2 Glycan Biosynthesis - s
] 2 = Glycan Degradation- == Glycan Pathways
Mod3
Nucleic Acid Processing - & =
| Mod4 Protein Modification - [Mactomolectlo Modification
[ ModS phospholipases -
n hiide pyrimidine deoxyribonucleotide phosphorylation -
pyrimidine deoxyribonucleotides biosynthesis from CTP - |
N EEEEEEEEE] pyri i novo bi 1- - Metabolic Clusters.
23 i § £375§835:2¢8¢s8 é pyrimidine deoxyribonucieotides de novo biosynthesis ll- &
§:sgaiei§§:§u pyrimid de ¥
1553§§9§§=§3 1RNA charging - s | ; | -
sgEg v Egc” [ 5000 10000 15000 20000
5 Relative abundance
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Prevotella, SMB53, Turicibacter, and Corynebacterium and
positively correlated with the relative abundances of Coprococcus.

DISCUSSION

STC has become a common and frequently occurring disease
in today’s society and is characterized by the slow colon
peristalsis and the delayed expulsion of intestinal contents
(Tian et al., 2017). STC affects normal life and even causes
other intestinal diseases (Zhang et al., 2018). In the present

study, to elucidate the mechanism of the laxative effect of
MRW, we here explored the regulation of MRW on the 5-HT
pathway, intestinal microflora, and intestinal metabolism in
the colon of STC rats. The main findings of our study are as
follows: 1) MRW improved the constipation of the STC rats via
increasing intestinal fluid accumulation and intestinal
motility; 2) MRW improved the colonic mucus barrier in
the STC rats via increasing the goblet cells number, Muc-2
protein expression, and colonic mucus layer thickness; 3)
MRW activated the 5-HT pathway; 4) MRW improved
colonic microflora of the STC rats mainly by increasing
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FIGURE 5 | Effects of MRW on short-chain fatty acids (SCFAs) in colonic contents of the STC rats and Pearson correlations. (A) SCFAs’ results. (B) Pearson
correlations. The data were normally distributed and analyzed by the Pearson correlation analysis.

Lactobacillus and decreasing Prevotella; 5) MRW regulated
SCFAs’ metabolism in the STC rats, mainly by increasing the
contents of acetic acid, propionic acid, and butyric acid, and

acid, and butyric acid.

the relative abundance of Lactobacillus was positively
correlated with either content among acetic acid, propionic
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The pathogenesis of STC involves various mechanisms. The
loperamide-induced rat model of constipation was characterized
by decreased fecal pellets, fecal water content, gastrointestinal
transit ratio, and fecal SCFA levels, accompanied by an imbalance
in intestinal microflora (Liu and Zhi, 2021). Thus, the study
established the loperamide-induced rat model to explore the
possible mechanisms of MRW in improving constipation. Our
data revealed that MRW increased the body weight and the
number, weight, and water content of fecal pellets in the STC
rats and significantly alleviated constipation, which is consistent
with the results of the previous study (Zhan et al., 2020). We also
found the data of 24-h fecal number, 24-h wet fecal weight, 24-h
dry fecal weight, fecal water content, and intestinal propulsion
fitted the linear model, suggesting that MRW might improve the
STC in a dose-dependent manner. Moreover, H-MRW and
positive groups have shown almost the same effect.

The intestinal mucosal barrier integrity is necessary to
maintain normal intestinal functions (Huang et al., 2020). The
thick mucus covering the epithelium is the primary defensive
layer separating microbiota from epithelial cells, which is
synthesized by goblet cells (Johansson and Hansson, 2016).
Gel-forming mucin2 (Muc-2) is the major building block of
mucus, which accounts for up to 80% of the mass of mucin
molecules, and Muc-2 is the reason for the gel-like properties of
mucus (Johansson et al., 2008; Fu et al., 2011). Moreover, the
intestinal gel-forming mucins are mainly from goblet cells
(Huang et al, 2020). In our study, a fewer goblet cells
number, thinner AB/PAS mucus layer, and lower Muc-2
protein expression in the colonic tissue of STC rats were
observed. With MRW treatment, there was an increase in the
goblet cells number, mucus layer, and Muc-2 protein expression
in three MRW-treated groups, and H-MRW had the best
improvement effect on those in three doses MRW. Our data
showed that MRW improved the colonic mucus barrier in the
STC rats via increasing the goblet cells number, Muc-2 protein
expression, and colonic mucus layer thickness.

The disorder of the intestinal microflora is one of the
characteristics of constipation patients (Tian et al., 2020). The
intestinal microflora of chronic functional constipation (CFC)
patients is abnormal in terms of numbers and composition
(Huang et al, 2018). Recent studies show that there is a
downregulation in the relative abundance of Bifidobacterium
and Lactobacillus and an upregulation in the relative
abundance of Bacteroidetes, Fusobacterium, and Enterobacter
in CFC patients (Khalif et al, 2005; Pimentel and Lembo,
2020). Therefore, it is meaningful to explore whether the STC
can be improved by MRW treatment by regulating intestinal
microflora. Our data showed that the relative abundance of
Firmicutes was increased and the relative abundance of
Bacteroidota was decreased in the L-MRW, M-MRW, and
H-MRW rats, compared with the STC rats at the phylum
level, and the relative abundance of Lactobacillus was
increased and the relative abundance of Prevotella was
decreased in the L-MRW, M-MRW, and H-MRW rats,
compared with the STC rats at the genus level. These
indicated that MRW affected the composition and quantity of
intestinal microbes by increasing the proliferation of beneficial

Maren Pills Treated Slow Transit Constipation

bacteria and inhibiting the proliferation of harmful bacteria in the
gut. In addition, the results of KEGG and MetaCyc analyses
showed that the metabolism and biosynthesis of amino acid and
lipid might play an important role in regulating constipation with
MRW treatments. So, there is an interesting problem: “Whether
there are some amino acids and lipids in MRW which can
regulate the intestinal function directly?” However, we did not
found related researches. Therefore, exploring amino acids and
lipids contents of MRW and its role in MRW treatment for STC
may be the next step in our study. One ability of the intestinal
bacteria is to produce SCFAs, and the process is affected by the
number of bacteria, pH, and substrate in the intestine (Liu and
Zhi, 2021). SCFAs play an important role in the physiological
metabolic processes in vivo. Acetic acid acts on upregulating the
barrier function of host intestinal epithelial cells (Fukuda et al.,
2011; Jiang et al, 2020); propionate acts on reducing fat
production, serum cholesterol levels, and carcinogenic effects
in other tissues (Hosseini et al., 2011; Jiang et al., 2020); and
butyrate is a major source of metabolic energy in the large
intestine and helps in maintaining the integrity of the large
intestine, control intestinal inflammation, and support
genomic stability (Jiang et al, 2020). Our study showed that
MRW promoted the secretion of SCFAs in STC rats and
increased the contents of acetic acid, propionic acid, and
butyric acid to relieve constipation. Moreover, we found that
the relative abundance of Lactobacillus was positively correlated
with either content among acetic acid, propionic acid, and butyric
acid, and the relative abundance of Clostridium was negatively
correlated. These indicated that the improvement of the contents
of acetic acid, propionic acid, and butyric acid to relieve
constipation was connected to the relative abundance of
Lactobacillus and Clostridium under the MRW treatment.
SCFAs not only stimulate water and electrolyte absorption and
potentiate the proliferation of epithelial cells but also promote
ileal propulsive contractions by causing prolonged propagated
contractions and discrete clustered contractions (Wang G. et al.,
2017; Wang L. et al,, 2017; Lan et al., 2020). The mechanisms for
SCFAs promoting gut motility may be related to the 5-HT
pathway (Spiller, 2018; Russick al, 2020). In the
gastrointestinal tract, 5-HT contributes to electrolyte secretion
and absorption, blood flow, perception of nausea or pain, and
intestinal motility (Manzella et al., 2018). Recently, it was shown
that the secretion of 5-HT in the gut is regulated by the intestinal
microflora, and the SCFAs produced by the intestinal microflora
could promote 5-HT levels in enterochromaffin cells in the
epithelia (Yano et al, 2015; El Aidy et al, 2017). Tryptophan
hydroxylase (TPH) is a rate-limiting enzyme for 5-HT synthesis
and controlled the biosynthesis rate of 5-HT (Kim et al., 2018;
Abad et al., 2020). Moreover, when 5-HT is uptaken in the cell, 5-
HT is degraded into 5-hydroxyindoleacetic acid (5-HIAA) by
monoamine oxidases (Manzella et al, 2018). 5-HT4R is a
constitutively active Gs-coupled 5-HT receptor that could
activate the production of cyclic adenosine monophosphate
(cAMP) and the protein kinase A (PKA) pathway even in the
absence of an agonist (Liu et al, 2019). The cystic fibrosis
transmembrane conductance regulator (CFTR) is a cAMP-
regulated anion channel required for adequate NaCl/fluid and
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bicarbonate secretion. Lack of CFTR function will lead to an
acidic poorly hydrated intestinal environment (De Lisle and
Borowitz, 2013), and it is considered a reason for causing the
accumulation of mucus in the intestine, leading to bacteria
colonization and overgrown, and leading to an inflammatory
response (Norkina et al., 2004; De Lisle and Borowitz, 2013). In
our study, we observed that the MRW increased the levels of 5-
HT, 5-HIAA, 5-HT,R, CFTR, cAMP, and PKA in the colon tissue
of the STC rats, indicating that MRW might activate the 5-HT
pathway to promote the intestinal peristalsis and improve
adequate NaCl/fluid and bicarbonate secretion.

CONCLUSION

Our study further showed that MRW could improve constipation
in STC rats via regulating the intestinal microflora structure and
improving SCFAs’ secretion. The relative abundance of
Lactobacillus and Clostridium were the main regulating
microflora of MRW. The present study provided new evidence
for the therapeutic effect of MRW from the intestinal microflora
perspective.

DATA AVAILABILITY STATEMENT

The datasets presented in this study can be found in online
repositories. The names of the repository/repositories and
accession number(s) can be found below: https://www.ncbi.
nlm.nih.gov/bioproject/PRINA792032.

REFERENCES

Abad, C., Karahoda, R., Kastner, P., Portillo, R., Horackova, H., Kucera, R, et al.
(2020). Profiling of Tryptophan Metabolic Pathways in the Rat Fetoplacental
Unit during Gestation. Int. J. Mol. Sci. 21, 7578. doi:10.3390/ijms21207578

Bhattarai, Y., Williams, B. B., Battaglioli, E. J., Whitaker, W. R, Till, L., Grover, M.,
et al. (2018). Gut Microbiota-Produced Tryptamine Activates an Epithelial
G-Protein-Coupled Receptor to Increase Colonic Secretion. Cell Host Microbe
23, 775-€5. €775. doi:10.1016/j.chom.2018.05.004

De Lisle, R. C., and Borowitz, D. (2013). The Cystic Fibrosis Intestine. Cold Spring
Harb Perspect. Med. 3, a009753. doi:10.1101/cshperspect.a009753

Ding, C., Fan, W, Gu, L,, Tian, H., Ge, X,, Gong, J., et al. (2018). Outcomes and
Prognostic Factors of Fecal Microbiota Transplantation in Patients with Slow
Transit Constipation: Results from a Prospective Study with Long-Term
Follow-Up. Gastroenterol. Rep. (Oxf) 6, 101-107. doi:10.1093/gastro/gox036

El Aidy, S., Ramsteijn, A. S., Dini-Andreote, F., Van Eijk, R., Houwing, D. J., Salles,
J. F, et al. (2017). Serotonin Transporter Genotype Modulates the Gut
Microbiota Composition in Young Rats, an Effect Augmented by Early Life
Stress. Front Cel Neurosci 11, 222. doi:10.3389/fncel.2017.00222

Fan, X,, Liu, B., Zhou, J., Gu, X,, Zhou, Y., Yang, Y., et al. (2021). High-Fat Diet
Alleviates Neuroinflammation and Metabolic Disorders of APP/PS1 Mice and
the Intervention with Chinese Medicine. Front. Aging Neurosci. 13, 658376.
doi:10.3389/fnagi.2021.658376

Fu,J., Wei, B., Wen, T., Johansson, M. E., Liu, X., Bradford, E., et al. (2011). Loss of
Intestinal Core 1-derived O-Glycans Causes Spontaneous Colitis in Mice.
J. Clin. Invest. 121, 1657-1666. doi:10.1172/JCI45538

Fukuda, S., Toh, H., Hase, K., Oshima, K., Nakanishi, Y., Yoshimura, K., et al.
(2011). Bifidobacteria Can Protect from Enteropathogenic Infection through
Production of Acetate. Nature 469, 543-547. doi:10.1038/nature09646

Maren Pills Treated Slow Transit Constipation

ETHICS STATEMENT

Ethical approval was granted by the West China Animal Ethics
Committee.

AUTHOR CONTRIBUTIONS

YZ, YW and XT designed the experiments. YZ, YW, LD, XW and
ST carried out the experiments. YZ, YW, PK, WH and XT
performed the statistical analysis. YZ and YW drafted the
manuscript. All authors gave final approval, agreeing to be
accountable for all aspects of the work ensuring integrity and
accuracy.

FUNDING

This work was supported by the National Natural Science
Foundation of China (No.82004173), the University-level
Scientific Research Project of Chengdu Medical College
(CyZYB20-20), and the National Natural Science Foundation
of China (N0.82074429).

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found online at:
https://www.frontiersin.org/articles/10.3389/fphar.2022.804723/
full#supplementary-material

Groves, H. T., Higham, S. L., Moffatt, M. F., Cox, M. ], and Tregoning, J. S. (2020).
Respiratory Viral Infection Alters the Gut Microbiota by Inducing Inappetence.
mBio 11 (1). doi:10.1101/666354

Guarino, M., Cheng, L., Cicala, M., Ripetti, V., Biancani, P., and Behar, J. (2011).
Progesterone Receptors and Serotonin Levels in colon Epithelial Cells from
Females with Slow Transit Constipation. Neurogastroenterol Motil. 23,
575-€210. doi:10.1111/j.1365-2982.2011.01705.x

Hanson, B., Siddique, S. M., Scarlett, Y., and Sultan, S. (2019). American
Gastroenterological Association Institute Technical Review on the Medical
Management of Opioid-Induced Constipation. Gastroenterology 156, 229-¢5.
€225. doi:10.1053/j.gastro.2018.08.018

He, Q., Han, C,, Huang, L., Yang, H., Hu, J., Chen, H., et al. (2020). Astragaloside
IV Alleviates Mouse Slow Transit Constipation by Modulating Gut Microbiota
Profile and Promoting Butyric Acid Generation. J. Cel Mol Med 24, 9349-9361.
doi:10.1111/jemm.15586

Hosseini, E., Grootaert, C., Verstraete, W., and Van De Wiele, T. (2011).
Propionate as a Health-Promoting Microbial Metabolite in the Human Gut.
Nutr. Rev. 69, 245-258. doi:10.1111/j.1753-4887.2011.00388.x

Huang, L, Sun, T. Y., Hu, L. J,, Hu, S. L, Sun, H. M., Zhao, F. Q,, et al. (2020).
Elevated miR-124-3p in the Aging colon Disrupts Mucus Barrier and Increases
Susceptibility to Colitis by Targeting T-Synthase. Aging cell 19, e13252. doi:10.
1111/acel. 13252

Huang, L. S., Kong, C.,, Gao, R. Y., Yan, X,, Yu, H.],, Wen, B,, et al. (2018). Analysis
of Fecal Microbiota in Patients with Functional Constipation Undergoing
Treatment with Synbiotics. Eur. J. Clin. Microbiol. Infect. Dis. 37, 555-563.
doi:10.1007/s10096-017-3149-7

Inoue, T., Takemura, M., Fushimi, N., Fujimori, Y., Onozato, T., Kurooka, T., et al.
(2017). Mizagliflozin, a Novel Selective SGLT1 Inhibitor, Exhibits Potential in
the Amelioration of Chronic Constipation. Eur. J. Pharmacol. 806, 25-31.
d0i:10.1016/j.¢jphar.2017.04.010

Frontiers in Pharmacology | www.frontiersin.org

April 2022 | Volume 13 | Article 804723


https://www.ncbi.nlm.nih.gov/bioproject/PRJNA792032
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA792032
https://www.frontiersin.org/articles/10.3389/fphar.2022.804723/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fphar.2022.804723/full#supplementary-material
https://doi.org/10.3390/ijms21207578
https://doi.org/10.1016/j.chom.2018.05.004
https://doi.org/10.1101/cshperspect.a009753
https://doi.org/10.1093/gastro/gox036
https://doi.org/10.3389/fncel.2017.00222
https://doi.org/10.3389/fnagi.2021.658376
https://doi.org/10.1172/JCI45538
https://doi.org/10.1038/nature09646
https://doi.org/10.1101/666354
https://doi.org/10.1111/j.1365-2982.2011.01705.x
https://doi.org/10.1053/j.gastro.2018.08.018
https://doi.org/10.1111/jcmm.15586
https://doi.org/10.1111/j.1753-4887.2011.00388.x
https://doi.org/10.1111/acel.13252
https://doi.org/10.1111/acel.13252
https://doi.org/10.1007/s10096-017-3149-7
https://doi.org/10.1016/j.ejphar.2017.04.010
https://www.frontiersin.org/journals/pharmacology
www.frontiersin.org
https://www.frontiersin.org/journals/pharmacology#articles

Zhan et al.

Jiang, H., Dong, J., Jiang, S., Liang, Q., Zhang, Y., Liu, Z., et al. (2020). Effect of
Durio Zibethinus Rind Polysaccharide on Functional Constipation and
Intestinal Microbiota in Rats. Food Res. Int. 136, 109316. doi:10.1016/j.
foodres.2020.109316

Johansson, M. E., and Hansson, G. C. (2016). Immunological Aspects of Intestinal
Mucus and Mucins. Nat. Rev. Immunol. 16, 639-649. doi:10.1038/nri.2016.88

Johansson, M. E., Phillipson, M., Petersson, J., Velcich, A., Holm, L., and Hansson,
G. C. (2008). The Inner of the Two Muc2 Mucin-dependent Mucus Layers in
colon Is Devoid of Bacteria. Proc. Natl. Acad. Sci. U S A. 105, 15064-15069.
doi:10.1073/pnas.0803124105

Khalif, 1. L., Quigley, E. M., Konovitch, E. A, and Maximova, I. D. (2005).
Alterations in the Colonic flora and Intestinal Permeability and Evidence of
Immune Activation in Chronic Constipation. Dig. Liver Dis. 37, 838-849.
doi:10.1016/j.d1d.2005.06.008

Kim, H., Kim, Y. G., Choi, W., Moon, J. H., Hwang, I, Kim, K,, et al. (2018).
Generation of a Highly Efficient and Tissue-specific Tryptophan Hydroxylase 1
Knockout Mouse Model. Sci. Rep. 8, 17642. doi:10.1038/s41598-018-36097-6

Lan, J., Wang, K., Chen, G., Cao, G., and Yang, C. (2020). Effects of Inulin and
Isomalto-Oligosaccharide ~ on  Diphenoxylate-Induced ~ Constipation,
Gastrointestinal Motility-Related Hormones, Short-Chain Fatty Acids, and
the Intestinal flora in Rats. Food Funct. 11, 9216-9225. doi:10.1039/d0fo00865f

Lee, H. Y., Kim, J. H, Jeung, H. W., Lee, C. U,, Kim, D. S, Li, B., et al. (2012). Effects
of Ficus Carica Paste on Loperamide-Induced Constipation in Rats. Food Chem.
Toxicol. 50, 895-902. doi:10.1016/j.fct.2011.12.001

Li, T., Hu, M, Jiang, C., Zhang, D., Gao, M., Xia, J., et al. (2021). Laxative Effect and
Mechanism of Tiantian Capsule on Loperamide-Induced Constipation in Rats.
J. Ethnopharmacol 266, 113411. doi:10.1016/j.jep.2020.113411

Liu, P,, Yin, Y. L., Wang, T., Hou, L., Wang, X. X,, Wang, M., et al. (2019). Ligand-
induced Activation of ERK1/2 Signaling by Constitutively Active Gs-Coupled
5-HT Receptors. Acta Pharmacol. Sin 40, 1157-1167. doi:10.1038/s41401-018-
0204-6

Liu, W., and Zhi, A. (2021). The Potential of Quercetin to Protect against
Loperamide-induced Constipation in Rats. Food Sci. Nutr. 9, 3297-3307.
doi:10.1002/fsn3.2296

Mancabelli, L., Milani, C., Lugli, G. A., Turroni, F., Mangifesta, M., Viappiani, A.,
et al. (2017). Unveiling the Gut Microbiota Composition and Functionality
Associated with Constipation through Metagenomic Analyses. Sci. Rep. 7, 9879.
doi:10.1038/s41598-017-10663-w

Manzella, C., Singhal, M., Alrefai, W. A, Saksena, S., Dudeja, P. K., and Gill, R. K.
(2018). Serotonin Is an Endogenous Regulator of Intestinal CYP1A1 via AhR.
Sci. Rep. 8, 6103. doi:10.1038/s41598-018-24213-5

Narita, Y., Fukumoto, K., Fukunaga, M., Kondo, Y., Ishitsuka, Y., Jono, H., et al.
(2020). Comparative Study of Constipation Exacerbation by Potassium Binders
Using a Loperamide-Induced Constipation Model. Int. J. Mol. Sci. 21, 2491.
doi:10.3390/ijms21072491

Norkina, O., Burnett, T. G., and De Lisle, R. C. (2004). Bacterial Overgrowth in the
Cystic Fibrosis Transmembrane Conductance Regulator Null Mouse Small
Intestine. Infect. Immun. 72, 6040-6049. doi:10.1128/IA1.72.10.6040-6049.2004

Pimentel, M., and Lembo, A. (2020). Microbiome and its Role in Irritable Bowel
Syndrome. Dig. Dis. Sci. 65, 829-839. doi:10.1007/s10620-020-06109-5

Russick, J., Joubert, P. E., Gillard-Bocquet, M., Torset, C., Meylan, M., Petitprez, F.,
etal. (2020). Natural Killer Cells in the Human Lung Tumor Microenvironment
Display Immune Inhibitory Functions. J. Immunother. Cancer 8. doi:10.1136/
jitc-2020-001054

Spiller, R. (2018). Inhibiting Glucose Absorption to Treat Constipation. Lancet
Gastroenterol. Hepatol. 3, 588-589. doi:10.1016/52468-1253(18)30214-0

Tian, H,, Ge, X, Nie, Y., Yang, L, Ding, C., Mcfarland, L. V., et al. (2017). Fecal Microbiota
Transplantation in Patients with Slow-Transit Constipation: A Randomized, Clinical
Trial. PLoS One 12, €0171308. doi:10.1371/journal.pone.0171308

Tian, Y., Zuo, L., Guo, Q., Li, J., Hu, Z., Zhao, K., et al. (2020). Potential Role of
Fecal Microbiota in Patients with Constipation. Therap Adv. Gastroenterol. 13,
1756284820968423. doi:10.1177/1756284820968423

Maren Pills Treated Slow Transit Constipation

Vich Vila, A., Imhann, F., Collij, V., Jankipersadsing, S. A., Gurry, T., Mujagic, Z.,
et al. (2018). Gut Microbiota Composition and Functional Changes in
Inflammatory Bowel Disease and Irritable Bowel Syndrome. Sci. Transl
Med. 10. doi:10.1126/scitranslmed.aap8914

Wang, G, Li, X., Zhao, J., Zhang, H., and Chen, W. (2017a). Lactobacillus Casei
CCFM419 Attenuates Type 2 Diabetes via a Gut Microbiota Dependent
Mechanism. Food Funct. 8, 3155-3164. doi:10.1039/c7f000593h

Wang, L., Hu, L, Yan, S,, Jiang, T., Fang, S., Wang, G., et al. (2017b). Effects of
Different Oligosaccharides at Various Dosages on the Composition of Gut
Microbiota and Short-Chain Fatty Acids in Mice with Constipation. Food
Funct. 8, 1966-1978. doi:10.1039/c7fo00031f

Wu, M, Li, Y, and Gu, Y. (2020). Hesperidin Improves Colonic Motility in
Loeramide-Induced Constipation Rat Model via 5-Hydroxytryptamine 4R/
cAMP Signaling Pathway. Digestion 101, 692-705. doi:10.1159/000501959

Yano, J. M., Yu, K, Donaldson, G. P., Shastri, G. G., Ann, P., Ma, L., et al. (2015).
Indigenous Bacteria from the Gut Microbiota Regulate Host Serotonin
Biosynthesis. Cell 161, 264-276. doi:10.1016/j.cell.2015.02.047

Yin, D. (2016). Clinical Observation of 92 Cases of Functional Constipation Treated
by Maren Pills Combined with Retention Enema of Troditional Chinese
Medicine. Beijing, China: Chinese Community Doctors.

Zhan, Y., Tang, X., Xu, H., and Tang, S. (2020). Maren Pills Improve Constipation
via Regulating AQP3 and NF-Kb Signaling Pathway in Slow Transit
Constipation In Vitro and In Vivo. Evid. Based Complement. Alternat Med.
2020, 9837384. doi:10.1155/2020/9837384

Zhang, J., Chen, B,, Liu, B., Zhou, X., Mu, J., Wang, Q., et al. (2018). Preventive
Effect of Lactobacillus Fermentum CQPCO03 on Activated Carbon-Induced
Constipation in ICR Mice. Medicina (Kaunas) 54. doi:10.3390/
medicina54050089

Zhang, X., Zheng, ], Jiang, N., Sun, G., Bao, X., Kong, M, et al. (2021). Modulation
of Gut Microbiota and Intestinal Metabolites by Lactulose Improves
Loperamide-Induced Constipation in Mice. Eur. J. Pharm. Sci. 158, 105676.
doi:10.1016/j.¢jps.2020.105676

Zhong, M. W,, Liu, S. Z., Zhang, G. Y., Zhang, X, Liu, T, and Hu, S. Y. (2016).
Alterations in Gut Microbiota during Remission and Recurrence of Diabetes
after Duodenal-Jejunal Bypass in Rats. World J. Gastroenterol. 22, 6706-6715.
doi:10.3748/wjg.v22.i29.6706

Zhu, F., Xu, S, Zhang, Y., Chen, F., Ji, ], and Xie, G. (2016). Total Glucosides of
Paeony Promote Intestinal Motility in Slow Transit Constipation Rats through
Amelioration of Interstitial Cells of Cajal. PLoS One 11, e0160398. doi:10.1371/
journal.pone.0160398

Zhuang, M., Shang, W., Ma, Q., Strappe, P., and Zhou, Z. (2019). Abundance of
Probiotics and Butyrate-Production Microbiome Manages Constipation via
Short-Chain Fatty Acids Production and Hormones Secretion. Mol. Nutr. Food
Res. 63, €1801187. doi:10.1002/mnfr.201801187

Conflict of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.

Publisher’s Note: All claims expressed in this article are solely those of the authors
and do not necessarily represent those of their affiliated organizations, or those of
the publisher, the editors, and the reviewers. Any product that may be evaluated in
this article, or claim that may be made by its manufacturer, is not guaranteed or
endorsed by the publisher.

Copyright © 2022 Zhan, Wen, Du, Wang, Tang, Kong, Huang and Tang. This is an
open-access article distributed under the terms of the Creative Commons Attribution
License (CC BY). The use, distribution or reproduction in other forums is permitted,
provided the original author(s) and the copyright owner(s) are credited and that the
original publication in this journal is cited, in accordance with accepted academic
practice. No use, distribution or reproduction is permitted which does not comply
with these terms.

Frontiers in Pharmacology | www.frontiersin.org

April 2022 | Volume 13 | Article 804723


https://doi.org/10.1016/j.foodres.2020.109316
https://doi.org/10.1016/j.foodres.2020.109316
https://doi.org/10.1038/nri.2016.88
https://doi.org/10.1073/pnas.0803124105
https://doi.org/10.1016/j.dld.2005.06.008
https://doi.org/10.1038/s41598-018-36097-6
https://doi.org/10.1039/d0fo00865f
https://doi.org/10.1016/j.fct.2011.12.001
https://doi.org/10.1016/j.jep.2020.113411
https://doi.org/10.1038/s41401-018-0204-6
https://doi.org/10.1038/s41401-018-0204-6
https://doi.org/10.1002/fsn3.2296
https://doi.org/10.1038/s41598-017-10663-w
https://doi.org/10.1038/s41598-018-24213-5
https://doi.org/10.3390/ijms21072491
https://doi.org/10.1128/IAI.72.10.6040-6049.2004
https://doi.org/10.1007/s10620-020-06109-5
https://doi.org/10.1136/jitc-2020-001054
https://doi.org/10.1136/jitc-2020-001054
https://doi.org/10.1016/S2468-1253(18)30214-0
https://doi.org/10.1371/journal.pone.0171308
https://doi.org/10.1177/1756284820968423
https://doi.org/10.1126/scitranslmed.aap8914
https://doi.org/10.1039/c7fo00593h
https://doi.org/10.1039/c7fo00031f
https://doi.org/10.1159/000501959
https://doi.org/10.1016/j.cell.2015.02.047
https://doi.org/10.1155/2020/9837384
https://doi.org/10.3390/medicina54050089
https://doi.org/10.3390/medicina54050089
https://doi.org/10.1016/j.ejps.2020.105676
https://doi.org/10.3748/wjg.v22.i29.6706
https://doi.org/10.1371/journal.pone.0160398
https://doi.org/10.1371/journal.pone.0160398
https://doi.org/10.1002/mnfr.201801187
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/pharmacology
www.frontiersin.org
https://www.frontiersin.org/journals/pharmacology#articles

	Effects of Maren Pills on the Intestinal Microflora and Short-Chain Fatty Acid Profile in Drug-Induced Slow Transit Constip ...
	Introduction
	Materials and Methods
	Animals and Experimental Design
	24-h Defecation and Fecal Water Content
	Measurement of Intestinal Transit Rate
	Histological Analysis
	Immunohistochemical Staining
	Immunofluorescence Staining
	ELISA
	Western Bolt Analysis
	16S rDNA Sequencing and Analysis
	Determination of Intestinal Metabolites in Colonic Contents
	Statistical Analysis

	Results
	MRW Improved Constipation of the STC Rats
	MRW Improved Colonic Mucus Barrier in the STC Rats
	MRW Promoted the Secretion of 5-HT and Activated Its Receptor Pathway in STC rats
	Effects of MRW on Colonic Microflora in STC Rats
	Effects of MRW on Short-Chain Fatty Acids (SCFAs) in Colonic Contents of STC Rats, and the Spearman Correlation Analysis Be ...

	Discussion
	Conclusion
	Data Availability Statement
	Ethics Statement
	Author Contributions
	Funding
	Supplementary Material
	References


