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A Corrigendum on

A pharmacogenetically-guided acenocoumarol dosing algorithm for
Chilean patients: a discovery cohort study

by Roco A, Nieto E, Suarez M, Rojo M, Bertoglia MP, Veron G, Tamayo F, Arredondo A, Cruz D,

Mufioz J, Bravo G, Salas P, Mejias F, Godoy G, Véliz P and Quifiones LA (2020). Front. Pharmacol.
11:325. doi: 10.3389/fphar.2020.00325

In the published article, there was an error in Figure 1 as published. The patient
numbers are listed as 377 --> 377 --> 304, but it should say 377 --> 305 --> 304. The
corrected Figure 1 and its caption appear below.

In the published article, there was an error in Results, Algorithm for Acenocoumarol
Dosing in the Chilean Population. In the formula two factors have decimals placed
incorrectly. It’s a formatting error, but it is significant as it impacts the dose calculations.

The formula previously stated:

“Log WTD =3.081 + (0.167 x men) - (age x 0.081) - (initial INR x 0.55) + (BMI x 0.013)
- (CYP2C9*1/*2 x 0.107) - (CYP2C9*1/*3 x 0.323) - (CYP2C9*3/*3 x 0.746) - (VKORC1 G/
A x 0.270) - (VKORC1 A/A x 0.701).”

The corrected formula appears below:
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Roco et al.

{377 recruited patients]

72 patients were excluded A
for not having three
consecutive INR visits in
therapeutic range at the

same dose of acenocoumaroI/

A 4

[305 patients included }

patient was excluded for

1
concomitant treatment with a
drug that interacts with CYP2C9

A4

304 patients included in
the final study analysis

FIGURE 1
Patient recruitment and selection flowchart.

“Log WTD = 3.081 + (0.167 x men) - (age x 0.0081) - (initial
INR x 0.055) + (BMI x 0.013) - (CYP2C9*1/*2 x 0.107) -
(CYP2C9*1/*3 x 0.323) - (CYP2C9*3/*3 x 0.746) - (VKORC1 G/
A x 0.270) - (VKORCI1 A/A x 0.701).”

In the published article, there was an error in Results, Genotype
Distribution in the Study Population, paragraph 1.

This sentence previously stated:
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“The analysis of the HWE showed that only CYP2C9*3
(rs1057910) is in HWE (chi2 = 4.67). All other SNPs, VKORC1
(rs9923231) (chi2 = 0.09), VKORCI (rs7294) (chi2 = 0.62), GGCx
(rs11676382) (chi2 = 1.2), CYP4F2 (rs2108622) (chi2 = 1.02), ApoE
(rs429358) (chi2 = 0.08), ABCBI (rs1045642) (chi2 = 0.68), and
CYP2C9*2 (rs1799853) (chi2 = 2.33), are not in HWE.”

The corrected sentence appears below:

“The analysis of the HWE showed that only CYP2C9*3
(rs1057910) is not in HWE (chi2 4.67). All other SNPs,
VKORCI(rs9923231) (chi2 0.09), VKORCI (rs7294) (chi2
0.62), GGCx (rs11676382) (chi2 = 12), CYP4F2 (rs2108622)
(chi2 = 1.02), ApoE (rs429358) (chi2 = 0.08), ABCBI (rs1045642)
(chi2 = 0.68), and CYP2C9*2 (rs1799853) (chi2 = 2.33), are in HWE.”

The correspondence email for author Luis Abel Quifiones has
been updated in the published article to lquinone@uchile.cl.

The authors apologize for these errors and state that this does
not change the scientific conclusions of the article in any way. The
original article has been updated.
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