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A corrigendum on

Predicting Essential Genes and Proteins Based on Machine Learning and Network Topological

Features: A Comprehensive Review

by Zhang, X., Acencio, M. L., and Lemke, N. (2016). Front. Physiol. 7:75. doi: 10.3389/fphys.2016.
00075

In the original article, the author Xue Zhang’s affiliation is “Department of Computer Science,
Xiangnan University, Hunan, China”. Because the author changed her affiliation to “School of
Computer and Software Engineering, Huaiyin Institute of Technology, Huai’an, Jiangsu, China”
and the publishing fees will be paid by the new affiliation, this has been added as a present
address.

The original article has been updated.
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