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Corrigendum on Supplemental Table 2.

In the original article, description of helper plasmids in C58C1 (pGV2260) and GV3101 (pMP90) were missing. The correct information of these two strains appears below. The authors apologize for the missing information. This error does not change the scientific conclusions of the article in any way.
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Agrobacterium Rif', harbors pGV2260 (pTiB6S3AT-DNA)  Deblaere et al., 1985
tumefaciens C58C1
Agrobacterium Rif', harbors pMP90 (pTiCS8AT-DNA)  Koncz and Schell,

tumefaciens GV3101 1986






