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A corrigendum on
 New Insights on Leucine-Rich Repeats Receptor-Like Kinase Orthologous Relationships in Angiosperms

by Dufayard, J.-F., Bettembourg, M., Fischer, I., Droc, G., Guiderdoni, E., Périn, C., et al. (2017). Front. Plant Sci. 8:381. doi: 10.3389/fpls.2017.00381



In the original article, the reference for the Prunus persica (PRUPE, peach) sequence genome was incorrectly written as (Ahmad et al., 2011). It should be (Verde et al., 2013). The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way.
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