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A corrigendum on

Genetic Diversity, Population Structure, and Linkage Disequilibrium of an

Association-Mapping Panel Revealed by Genome-Wide SNPMarkers in Sesame

by Cui, C. Q., Mei, H. X., Liu, Y. Y., Zhang, H. Y., and Zheng, Y. Z. (2017). Front. Plant Sci. 8:1189.
doi: 10.3389/fpls.2017.01189

In the published article, there was an error regarding the affiliations for Haiyang Zhang. As well
as having Affiliation 3, they should also have National Key Laboratory of Crop Genetics and
Germplasm Enhancement, Cotton Research Institute, Nanjing Agricultural University, Nanjing,
China. The authors apologize for this error and state that this does not change the scientific
conclusions of the article in any way.
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