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A Corrigendum on
 Expression of Multiple Exogenous Insect Resistance and Salt Tolerance Genes in Populus nigra L.

by Zhou, X., Dong, Y., Zhang, Q., Xiao, D., Yang, M., and Wang, J. (2020). Front. Plant Sci. 11:1123. doi: 10.3389/fpls.2020.01123



In the original article, there were four mistakes as published, respectively, letters (a, b, c, d,…) for Duncan's multiple range test was assigned wrongly in Table 3, Figure 6, Figure 7 and Figure 9. In Table 3, transcriptional abundance superscript the letters were assigned wrongly. In Figure 6, the letters above the mortality rate were assigned wrongly. In Figure 7, the letters above the content of each indicator were assigned wrongly. In Figure 9, the letters above the change in products were assigned wrongly.


Table 3. The transcript abundance of each exogenous gene detected by real-time fluorescence quantitative PCR.
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FIGURE 6. Mortality (%) of all larval ages of H. cunea and stages of P. versicolora feeding on transgenic lines and control plants. Data are mean of the final mortality rate of larvae of each age in three biological replicates of each line. 1, 7, 9, 12, and 17 correspond to five transgenic lines; CK, non-transgenic line. (A) Mortality of all larval ages of H. cunea feeding on transgenic lines and control plants. (B) Mortality of all stages of P. versicolora feeding on transgenic lines and control plants. Bars with different letters indicate significant differences in larval mortality. Error bars represent the standard deviation of the mean. According to Duncan's multiple range test (p < 0.05), different letters indicate significant differences in larval mortality and the same letters indicate no significant differences between the lines.



[image: Figure 7]
FIGURE 7. The determination of Eleven indicators related to salt tolerance. Experimentally determined the indexes under the treatment of water and 3‰ NaCl concentration. In the diagram, gray represents water treatment and white represents 3‰ NaCl treatment. 1, 7, 9, 12, and 17 stands for five transgenic lines; CK, non-transgenic line. Data are means of three biological replicates of each line, error bars represent the standard deviation of the mean. According to Duncan's multiple range test (p < 0.05), different letters indicate significant differences and the same letters indicate no significant differences between the lines. (A) Bar chart of plant height determination results. (B) Bar chart of ground diameter determination results. (C) Bar chart of leaf conductivity determination results. (D) Bar chart of ground diameter determination results. (E) Bar chart of contents chlorophyll a determination results. (E) Bar chart of contents chlorophyll b determination results. (F) Bar chart of contents carotenoids determination results. (G) Bar chart of superoxide dismutase (SOD) activity determination results. (H) Bar chart of malondialdehyde (MDA) activity determination results. (I) Bar chart of soluble protein content determination results. (J) Bar chart of mannitol content determination results. (K) Bar chart of glycine betaine content determination results.



[image: Figure 9]
FIGURE 9. Changes in the content of Insect-resistant gene products and salt-tolerant gene pathway products under salt stress. Insect-resistant gene products: Cry1Ac and Cry3A protein toxins; salt-tolerant gene pathway products: mannitol and glycine betaine. Data are means of three biological replicates of each line, error bars represent the standard deviation of the mean, which is obtained by subtracting the content of each substance in water treatment from the content of each substance in 3‰ NaCl concentration. According to Duncan's multiple range test (p < 0.05), different letters indicate significant differences and the same letters indicate no significant differences between the lines. (A) Changes of Cry1Ac protein toxin content. (B) Changes of Cry3A protein toxin content. (C) Changes of mannitol content. (D) Changes of glycine betaine content.


The corrected Table 3 appears below.

The corrected Figure 6 appears below.

The corrected Figure 7 appears below.

The corrected Figure 9 appears below.

We are deeply sorry for the trouble our mistake has caused readers. There is no effect on the paper except for the error in the letter marking of the original article.

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.

Copyright © 2021 Zhou, Dong, Zhang, Xiao, Yang and Wang. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.
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mtiD(x10°)
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BADH(x10%)

5.64+ 2.09°
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0.00 % 0.00°

Data are means of three biological replicates. Use Duncan’s multiple range test, in the same column, the same letter showed that there is no significant difference, the different letters

indicate significant difference, P < 0.05.
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