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A Corrigendum on
 Comparative Transcriptome, Metabolome, and Ionome Analysis of Two Contrasting Common Bean Genotypes in Saline Conditions

by Niron, H., Barlas, N., Salih, B., and Türet, M. (2020). Front. Plant Sci. 11:599501. doi: 10.3389/fpls.2020.599501



In the original article there were mistakes in Figure 7, Supplementary Figure 4, and Additional File 8 as published.

The numbers defining the amount of sodium ion (Na+) in the root tissues of salt treated plants were erroneous by a factor of 10. The corrected Figure 7, Supplementary Figure 4, and Additional File 8 appear.


[image: Figure 7]
FIGURE 7. Salt responsive ion content changes for tissues and genotypes (A). K+ (B) and Na+ (C,D) content changes were also displayed separately to emphasize the difference in changes between genotypes (C, control; T, salt treatment). Comparison of other ions can be found in Supplementary Figures 3, 4. * indicates significance and quantity of * displays the level of significance. (*p < 0.05; **p < 0.01; ***p < 0.005; ****p < 0.001).
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Supplementary Figure 4. Comparison of root ion contents in control and saline conditions. (A,B) Display the macroelement content comparisons for control and treatment conditions respectively. (C–F) Display the microelement content comparisosn for control and treatment conditions respectively. *p < 0.05; **p < 0.01; ***p < 0.005; ****p < 0.001.



Additional File 8.
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The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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