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An Erratum on

Genome-Wide Investigation of the NAC Transcription Factor Family in Miscanthus sinensis
and Expression Analysis Under Various Abiotic Stress

by Nie, G., Yang, Z., He, ]., Liu, A., Chen, J., Wang, S., Wang, X., Feng, G., Li, D., Peng, Y., Huang,
L., and Zhang, X. (2021). Front. Plant. Sci. 12:766550. doi: 10.3389/fpls.2021.766550

Due to a production error, an incorrect version of the article was published. The article text has
been copyedited to enhance language usage and comprehension.
The publisher apologizes for this mistake. The original version of this article has been updated.

Publisher’s Note: All claims expressed in this article are solely those of the authors and do not necessarily represent those of
their affiliated organizations, or those of the publisher, the editors and the reviewers. Any product that may be evaluated in
this article, or claim that may be made by its manufacturer, is not guaranteed or endorsed by the publisher.

Copyright © 2022 Frontiers Production Office. This is an open-access article distributed under the terms of the Creative Commons
Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s)
and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted
academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.
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