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A Corrigendum on 


Molecular Markers associated to two non-allelic genic male sterility genes in peppers (Capsicum annuum L.)
 by Naresh P, Lin S-w, Lin C-y, Wang Y-w, Schafleitner R, Kilian A and Kumar S (2018) Front. Plant Sci. 9:1343. doi: 10.3389/fpls.2018.01343


In the published article, there was an error in Table 2. Primer sequences and amplification profile of markers for ms3 and msw genes in peppers as published. The sequence (forward and reverse primer) of marker SPGMS1DCAPS was incorrectly published. The corrected Table 2. Primer sequences and amplification profile of markers for ms3 and msw genes in peppers appears below.


Table 2 | Primer sequences and amplification profile of markers for ms3 and msw genes in peppers.



The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.




Publisher’s note: All claims expressed in this article are solely those of the authors and do not necessarily represent those of their affiliated organizations, or those of the publisher, the editors and the reviewers. Any product that may be evaluated in this article, or claim that may be made by its manufacturer, is not guaranteed or endorsed by the publisher.
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Name & Chromosome; position  Forward primer Reverse primer Enzyme Annealing temperature Amplified allele size (bp)
Marker type

Homozygous dominant Heterozygous Homozygous recessive
Mearkers for ms3 gene
HPGMS2CAPs  1:96273123 GGTACTTTGACCCTCATAATTGG  TTGTTTGTGGTGTACGTGCT Hpy188l  63.0°C 1400p 140bp, 93bp, 47bp  93bp, 47bp
HPGMS3ACAPs  1:71574503 GGGATGTTCAGTGTCATGT GACTTTTTCCCGATCTCGG  Foki  46.3°C 930p, 350p 128bp, 98bp, 35bp  128bp
Mearker for ms,, gene
SPGMS1dCAPs  5:32890811 GTAGTGATTGGTATGTCCA CGTAAGTAGAAGCTTATGA  Hinfl  50°C - 1820p,111bp, 21bp  111bp, 21bp






