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A Corrigendum on 


Integrated GWAS and transcriptomic analysis reveal the candidate salt-responding genes regulating Na+/K+ balance in barley (Hordeum vulgare L.)
 by Xu T, Meng S, Zhu X, Di J, Zhu Y, Yang X and Yan W (2023) Front. Plant Sci. 13:1004477. doi: 10.3389/fpls.2022.1004477


In the published article, there was an error in Figure 4. The image in Figure 6 was used as the image in Figure 4. The corrected Figure 4 appears below.




Figure 4 | Analysis of the SNP peak and the candidate genes on chromosome 4. (A) Manhattan plots for Chr 4. The black line represents the significance threshold (P < 10-4.40) and a red line indicates the position of the strong SNP peak. (B) LD based on pairwise r2 values between the SNPs estimated on Chr 4. The black inverted triangles indicate 8 significantly associated SNPs that were repeatedly detected. The green five-pointed star indicates the strongest SNP with the highest threshold. (C) Haplotypes were found among the barley accessions using the 8 SNPs. (D) Phenotypic differences of Salt-Na+, Salt-Na+/K+, R-Na+, and R-Na+/K+ between the two haplotypes.



The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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