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A Corrigendum on 


Methylome changes in Lolium perenne associated with long-term colonisation by the endophytic fungus Epichloë sp. LpTG-3 strain AR37
 by Forte FP, Malinowska M, Nagy I, Schmid J, Dijkwel P, Hume DE, Johnson RD, Simpson WR and Asp T (2023) Front. Plant Sci. 14:1258100. doi: 10.3389/fpls.2023.1258100


In the published article, there was an error in Figure 8. The Figure comprises four smaller plots, each representing a distinct sub-cluster. However, sub-clusters 2 and 3 erroneously duplicated the content of sub-cluster 1. The corrected Figure 8 and its caption appear below.




Figure 8 | Comparisons between treatments for groups according to endophyte presence (E-, E+) and generation (G2, G6 and G9). Data points represent mean values with standard error bars. Statistical significance indicated by asterisks (*). Non-significant comparisons (ns) not shown. Four facets represent the average methylations of the three sub-clusters identified in Figure 7.



The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.




Publisher’s note: All claims expressed in this article are solely those of the authors and do not necessarily represent those of their affiliated organizations, or those of the publisher, the editors and the reviewers. Any product that may be evaluated in this article, or claim that may be made by its manufacturer, is not guaranteed or endorsed by the publisher.
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