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A Corrigendum on 


Phenylpropane biosynthesis and alkaloid metabolism pathways involved in resistance of Amorphophallus spp. against soft rot disease
 By Gao P, Qi Y, Li L, Yang S, Guo J, Liu J, Wei H, Huang F and Yu L (2024). Front. Plant Sci. 15:1334996. doi: 10.3389/fpls.2024.1334996


In the published article, there was an error in the legend for Figure 2 as published. We mistakenly typed the comparison group in Figure 2G. The sentence originally stated: “KEGG enrichment bubble diagrams of up-regulated DEGs from the pairwise comparisons of MJ0 vs MJ24 and MJ0 vs MJ48”. The corrected legend appears below.




Figure 2 | PCA analysis of expression of genes in KJ0, KJ24, KJ48, MJ0, MJ24 and MJ48 (A). Overview of transcriptome analysis of A. muelleri and A. konjac responsive to Pcc infection. Bar graph of up- and down-regulated genes from pairwise comparisons (B). Venn graph for up- and down-regulated DEGs from the pairwise comparisons of KJ0 vs KJ24 and MJ0 vs MJ24 (C). Venn graph for up- and down-regulated DEGs from the pairwise comparisons of KJ0 vs KJ48 and MJ0 vs MJ48 (D). KEGG enrichment bubble diagrams of down-regulated DEGs from the pairwise comparisons of KJ0 vs KJ24 and KJ0 vs KJ48 (E). KEGG enrichment bubble diagrams of down-regulated DEGs from the pairwise comparisons of MJ0 vs MJ24 and MJ0 vs MJ48 (F). KEGG enrichment bubble diagrams of up-regulated DEGs from the pairwise comparisons of KJ0 vs KJ24 and KJ0 vs KJ48 (G). KEGG enrichment bubble diagrams of up-regulated DEGs from the pairwise comparisons of MJ0 vs MJ24 and MJ0 vs MJ48 (H). We obtained the appropriate copyright permission to modify the KEGG image.



The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.




Publisher’s note: All claims expressed in this article are solely those of the authors and do not necessarily represent those of their affiliated organizations, or those of the publisher, the editors and the reviewers. Any product that may be evaluated in this article, or claim that may be made by its manufacturer, is not guaranteed or endorsed by the publisher.

Copyright © 2024 Gao, Qi, Li, Yang, Guo, Liu, Wei, Huang and Yu. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.
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