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Q fever is a globally neglected disease that has been reported on all continents. Its non-specific clinical presentation in both humans and animals, combined with its complex and dispersed epidemiology, makes clinical suspicion and diagnosis particularly challenging (1). The etiological agent, Coxiella burnetii, has many possible domestic and wild hosts, multiple transmission routes, and the ability to survive for years in the environment (2). Its main transmission route is airborne, and a single bacterial cell is capable of infecting both humans and entire herds, which underscores the difficulty in predicting, controlling, and mitigating the impact of this bacterium (3).

Outbreaks of the disease in the Netherlands and Australia served as a global wake-up call, prompting investigations in Latin America (2). Here, cattle, sheep, and goat production are economic stays, pushing several countries to investigate the occurrence of the disease in their territories. Half of the studies were published in the last 4 years, demonstrating recent progress in research across the continent. However, data remain sparse and incomplete, and countries such as Belize, Costa Rica, Guatemala, Guyana, Honduras, and Suriname have yet to report any cases or evidence of bacterial circulation (4).

Rural workers and veterinarians who handle placentas and birth fluids have shown high infection rates in Latin America, ranging from 1.7 to 61%, based on studies conducted in countries such as Brazil (1.7–29%), Colombia (23.6–61%), Ecuador (43%), and Trinidad and Tobago (4.4–4.6%) (1, 4–7). In ruminants, infection has been widely documented, with prevalences ranging from 0.22% to 60.6%, based on studies conducted in countries such as Argentina (0.22–7%), Brazil (1–55%), Chile (1.4–2%), Colombia (0.46–27%), Costa Rica (1.8–7.7%), Ecuador (14.5–53%), El Salvador (26%), French Guiana (1.7–14%), Guatemala (9%), Mexico (10–28%), Paraguay (45%), Trinidad and Tobago (4–9.4%), Uruguay (10–11.5%), and Venezuela (60.6%). These numbers have been associated with abortions and reduced productivity, especially in cattle, sheep, and goats, reflecting the significant impact of the disease on the regional economy (4, 8). Febrile and pneumonic outbreaks have been reported in slaughterhouses in Barbosa (21°16′00″S, 49°56′57″W), Brazil, and Entre Ríos (32°02′51.72″S, 60°16′51.60″W), Argentina, highlighting the occupational risk and clinical complications of Q fever in these environments. In addition, patients with endocarditis from Brazil were also described (1).

Although this is a reality, Q fever seems to transcend its occupational character and characteristic febrile symptoms, and Latin America has played a significant role in advancing its understanding. Acute Q fever was diagnosed via indirect immunofluorescence assay (IFA) in 21% (129/604) of suspected dengue patients in the state of São Paulo, Brazil, living in large cities far from animal farms (9). These data suggest the possibility of other sources of infection or a much wider dispersal of the spores by wind. Studies indicate that dogs and cats do not play a significant role in this prevalence; however, wildlife has been increasingly associated. Several reports describe newly infected wild animals and an unusual prevalence among workers in forest parks and zoos (10). In the United Kingdom, an outbreak was reported in workers at a cardboard factory, with infection occurring from handling contaminated straw boards, also suggesting that environmental contamination is enough for the disease to occur, without the need for active animals (11). The incidence of Q fever within prisons in French Guiana and Brazil has also raised questions about its epidemiology, as these populations had no contact with animals and were located far from livestock production areas (12, 13). Due to its spore-like resilience, C. burnetii can remain infectious for over 40 months, even under unfavorable environmental conditions, suggesting that contamination within or around the prison facilities may have occurred long before the incarceration of the diagnosed individuals. The cited studies highlight that wild animals, dogs, or even rats may serve as potential reservoirs within the prison environment. Airborne transmission is also plausible, given that the prisons are exposed to winds coming from the surrounding tropical rainforests. Another possibility is transmission through animal-derived foods (such as unpasteurized milk and dairy products) included in the inmates' diet. On the other hand, it cannot be ruled out that prisoners were already in the incubation phase of the disease upon entering the prison system; however, this hypothesis is unlikely since these were not isolated cases. Venereal human-to-human transmission also remains poorly understood in the epidemiology of Q fever and should be considered, especially in female prisons (13, 14).

Vulnerable populations are more susceptible to infections, mainly due to a lack of basic sanitation and inadequate hygiene practices. Although Q fever is an airborne disease, significantly higher prevalence rates have been reported among these populations in Latin America. For example, Indigenous communities in Colombia, homeless populations, and Afro-descendant communities (quilombolas) in Brazil have shown Q fever prevalences of 35% (53/150), 23% (44/200), and 15% (30/203), respectively, representing the highest human infection rates ever reported on the continent (15). It was in a prison population in French Guiana that the world's highest incidence of Q fever was reported (12).

In Brazil, patients with thrombocytosis and arthritis from Rio de Janeiro were infected with C. burnetii, demonstrating its clinical breadth beyond pneumonia and endocarditis already known (16). C. burnetii infection has also been found in injecting drug users, military firefighters during cadet training, and police officers and their working dogs in Brazil, suggesting new sources of exposure (17).

Although urbanization, tourism, and human expansion into natural areas may theoretically increase exposure to C. burnetii, current data on wild reservoirs and environmental occurrence in Latin America are limited (10). As such, the association between these anthropogenic changes and the observed infection rates remains speculative. This hypothesis warrants further investigation, particularly through studies focused on the interface between wildlife, environmental changes, and human exposure to Q fever. Similar associations have been described for other zoonotic pathogens under environmental pressure (18), and exploring this possibility for C. burnetii could provide valuable insights.

In order to integrate epidemiological findings and support the interpretative nature of this opinion article, we present Figure 1, which visually compares Q fever seroprevalence across different population groups in Latin America.
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FIGURE 1
 Bubble chart shows the seroprevalence (%) of Coxiella burnetii in different population groups in Latin America. X-axis: population groups; Y-axis: seroprevalence (%). Bubble size reflects the sample size or number of studies included in each group. Different colors represent specific population categories (e.g., rural workers, prisoners, indigenous communities, and urban residents).


Notably, high rates are observed not only among rural workers but also in urban, incarcerated, and other vulnerable populations. This challenges the traditional assumption that Q fever is restricted to rural or occupational settings and supports the hypothesis of environmental or foodborne exposure pathways in addition to classical zoonotic routes.

It is crucial to implement specific strategies to advance the understanding of Q fever in Latin America. This includes increasing systematic sampling and testing in human and animal populations, especially in high-risk areas such as rural and peri-urban zones. Complete genomic sequencing and genotyping of positive samples should be prioritized to enable phylogenetic analyses that can elucidate transmission routes and infection sources. These analyses allow the identification of genetic similarities among strains isolated from different hosts and locations, helping to determine whether cases are linked through direct transmission, common environmental exposure, or independent introductions. Furthermore, they can reveal patterns of geographic spread and the emergence of specific genotypes associated with higher virulence or adaptability to certain hosts. This information is essential to understand local epidemiological dynamics and to design more effective control strategies. Additionally, risk mapping using predictive variables such as land use, climate data, population density, and socioeconomic factors can help identify areas of greater vulnerability and guide targeted interventions. The integration of these approaches with strengthened epidemiological surveillance systems can provide valuable insights for the prevention and control of Q fever, reducing its impact on public health and the regional economy.

Finally, we believe that Q fever exists far beyond ruminants as sources of infection and clinical signs that are already known. It is essential to redouble efforts to unravel this disease in all its complexities and to suspect its occurrence in unexpected clinical and epidemiological contexts. Latin American researchers have played a key role in advancing knowledge about Q fever in recent years. However, expanding these findings represents a challenge for health organizations and regional governments. It is necessary not only to encourage new research but also to train local health professionals to recognize the disease and to invest in the development and dissemination of accessible diagnostic tools. In addition, we recommend prioritizing One Health collaborations to integrate wildlife and environmental surveillance with human and veterinary health monitoring and to establish regional reporting systems for Q fever that support data sharing and early outbreak detection.
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