

[image: image1]
Corrigendum: Genetic diversity of imported PRRSV-2 strains, 2005–2020, Hungary












	
	TYPE Correction
PUBLISHED 28 November 2022
DOI 10.3389/fvets.2022.1093884






Corrigendum: Genetic diversity of imported PRRSV-2 strains, 2005–2020, Hungary

Szilvia Jakab1,2, Eszter Kaszab1,2, Szilvia Marton1,2, Krisztián Bányai1,2,3*, Ádám Bálint4, Imre Nemes5 and István Szabó6


1Veterinary Medical Research Institute, Budapest, Hungary

2National Laboratory for Infectious Animal Diseases, Antimicrobial Resistance, Veterinary Public Health and Food Chain Safety, Budapest, Hungary

3Department of Pharmacology and Toxicology, University of Veterinary Medicine, Budapest, Hungary

4Veterinary Diagnostic Directorate, National Food Chain Safety Office, Budapest, Hungary

5Hungarian Association for Porcine Health Management, Budapest, Hungary

6National PRRS Eradication Committee, Budapest, Hungary

[image: image2]

OPEN ACCESS

APPROVED BY
Frontiers Editorial Office, Frontiers Media SA, Switzerland

*CORRESPONDENCE
 Krisztián Bányai, bkrota@hotmail.com

SPECIALTY SECTION
 This article was submitted to Veterinary Epidemiology and Economics, a section of the journal Frontiers in Veterinary Science

RECEIVED 09 November 2022
 ACCEPTED 10 November 2022
 PUBLISHED 28 November 2022

CITATION
 Jakab S, Kaszab E, Marton S, Bányai K, Bálint Á, Nemes I and Szabó I (2022) Corrigendum: Genetic diversity of imported PRRSV-2 strains, 2005–2020, Hungary. Front. Vet. Sci. 9:1093884. doi: 10.3389/fvets.2022.1093884

COPYRIGHT
 © 2022 Jakab, Kaszab, Marton, Bányai, Bálint, Nemes and Szabó. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.



KEYWORDS
 Betaarterivirus suid 2, molecular epidemiology, phylogenetic analysis, ORF5, vaccine virus



A corrigendum on
 Genetic diversity of imported PRRSV-2 strains, 2005–2020, Hungary

by Jakab, S., Kaszab, E., Marton, S., Bányai, K., Bálint, Á., Nemes, I., and Szabó, I. (2022). Front. Vet. Sci. 9:986850. doi: 10.3389/fvets.2022.986850




In the published article, there was an error in affiliation [3]. Instead of “Department of Pharmacology and Toxicology, University of Veterinary Medical Research, Budapest, Hungary”, it should be “Department of Pharmacology and Toxicology, University of Veterinary Medicine, Budapest, Hungary”.

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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